Additional file 7 Ovine OBSL1 isoform X1 protein sequences (XP_027821027) for
wildtype (SheepWT) and mutant (SheepMT) sheep. The predicted mutant ¢.1716delC

(p.(Val573Trpfs*119)) altered amino acid sequence is highlighted in red.

>SheepWT

MKAGSGDQGSPPCFLRFPRPVRVVSGAEAELKCVVLGEPPPIVVWEKGGQ
QLAASDRLSFPVDGAEHCLLLSGALPTDAGVYVCRARNSAGEAYAAAAVT
VLEPPAPEPEPQLAERPLPPPGAGEGAPVFLTGPRSQWVLRGAEVVLECQ
VGGLPAPTLYWEKDGMALDEVWDSSHFSLEPGRAGAGASLALRILAARLP
DSGVYVCHARNAHGHARAGALLQVQQPPESPPEDPDEAPTPVVEPLKCAP
KTFWVNEGKHAKFRCYVMGKPEPE IEWHWEGRPLLPDRRRLMYRDRDGGF
VLKVLYCQAKDRGLYVCAARNSAGQTLSAVQLHVKEPRLRFSRPLQODVEG
REHGIAVLECKVPNSRIPTAWFREDQRLLPCRKYEQIEEGTVRRLITHRL
KADDDGVYLCEMRGRVRTVANVTVKGPILKRLPRKLDVFEGENAVLLVET
REAGVEGRWSRDGEDLPATCQSSSGHMHALVLPGVTREDAGEVTFSLGNS
RTTTLLRVKCIKHSPPGPPVLAEMFKGHRNTVLLTWKPPDPTPETAFIYR
LERQEVGSEDWVQCFSIEKAGAVEVPGDCVPTEGDYRFRVCTVSEHGRSP
HVVFHGSAHLVPTARLVAGLEEVQVYDGEDAVFSLDLSTVIQGTWFLNGE
ELKSNEPEGQVGPGPLRYRVEQRGLQHRLILQAVRHQDSGALIGFSCPGV
QODSAALTIQESPVHILSPQDKVSLTFTTSDRVVLTCELSRVDFPASWYKD
GQQVEESESLVVKMDGRKHRLILPEAQVQDSGEFECRTEGVSAFFSVTVQ
DPPVHIVAPREHVEFVHAITSECVMLTCEVDREDAPVHWFKDGQEVEESDF
VLLESEGPHHRLVLPSAQPSIGGEFQCVAGDERAYFTVTITDVSSWIVYP
SGKVYVAAVRLERVVLTCELCRPWAEVRWTKDGEEVVESPTLLLQKEDTV
RRLVLPAVQLEDSGEYLCEIDDESASFTVTVTEPPVRILYPRDEVTLVAV
SLECVVLMCELSREDAPVRWYKDGLEVEESEALVLESDGPRRRLVLPAAQ
PQODGGEFVCDAGDDSAFFTVIVTAPPERIVHPAARSLDLQFRAPGRVELR
CEVAPAGSQVRWYKDGLEVEASEALQLGAEGPTRTLTLPHAQPEDAGEYV
CETRDEAVTEFNVSLAEPPVQFLAPEAAPGPLCVAPGEPVVLSCELSRAGA

LVFWSHNGKPVQTGEGLELRAEGPRRVLCIRAADLAHAGLYTCQCGAAPG



APSLSFTVQVAEPPVRVVAPEAAQTRVRSTPGGDLELAVRLSGPGGPVRW
YKDGERLASQGRVQLEQDGARQVLRVRGARSRDAGEYLCDTPQDSRIFLV
SVEEPPLVKLVSELTPLTVHEGDDATFRCEVSPPDADITWLRNGVVITPG
POLETTONGSSRTLTVRSCRLEDAGTVTARAGGTSTSARLHVRETELLFEL
RRLODVRAEEGQODVCLEVETGRVGAAGAVRWVRGGAPLPPDSRLSTAQDG
HVFRLFTIHSVVLADQGTYGCESHHDRTLARLSVRPKOQLRVLRPLEDVTII
EGGNATFQLELSQEGVTGEWARGGVRLOPGPKCOIQAEGPTHHLVLSGLG
LADSGCISFTADTLRCAARLTVREAPVTIVRGLODLEVTEGDTATFECAL
SOQALADVTWEKDGOPLTPSARLRLOQALGTRRLLOLRRCSPLDAGTYSCVV
GMARTGPVHLVVRERKVSVLSELRSVSAREGDGATFECTVSEVETAGSWE
LGGRPLRPGGRVRIRQEGKKHILVLSELRAEDAGEVREFQAGPAQSVAQLE
VEALPLOMRRRPPREKTVLVGRRAVLEVTVSRPGGQVCWLREGAELCPGD

KYQLRSHGPTHSLVIHDVRPEDQGTYCCRAGODSAYTRLLVEGDAPLST

>SheepMT

MKAGSGDQGSPPCFLRFPRPVRVVSGAEAELKCVVLGEPPPIVVWEKGGQ
QLAASDRLSFPVDGAEHCLLLSGALPTDAGVYVCRARNSAGEAYAAAAVT
VLEPPAPEPEPQLAERPLPPPGAGEGAPVFLTGPRSQWVLRGAEVVLECQ
VGGLPAPTLYWEKDGMALDEVWDSSHFSLEPGRAGAGASLALRILAARLP
DSGVYVCHARNAHGHARAGALLQVQQPPESPPEDPDEAPTPVVEPLKCAP
KTFWVNEGKHAKFRCYVMGKPEPE IEWHWEGRPLLPDRRRLMYRDRDGGF
VLKVLYCQAKDRGLYVCAARNSAGQTLSAVQLHVKEPRLRFSRPLQODVEG
REHGIAVLECKVPNSRIPTAWFREDQRLLPCRKYEQIEEGTVRRLITHRL
KADDDGVYLCEMRGRVRTVANVTVKGPILKRLPRKLDVFEGENAVLLVET
REAGVEGRWSRDGEDLPATCQSSSGHMHALVLPGVTREDAGEVTFSLGNS

RTTTLLRVKCIKHSPPGPPVLAEMFKGHRNTVLLTWKPPDPTPETAFIYR

LERQEVGSEDWVOCFS TEKAGA N



