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Figure S3: Gene Ontology (GO) classification using Web Gene Ontology Annotation Plot (WEGO) in four pepper genomes. The results are summarized in three main GO categories: cellular component, molecular
function and biological process. The right y-axis indicates the number of genes in each category. The y-axis indicates the percentage of a specific category of genes in that category. One EST could be annotated
into more than one GO term.


