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[bookmark: _GoBack]Supplementary Figure S10. Genes detected based on population specific branch test and haplotype homozygosity test in Yorkshire and Landrace. To draw a simple presentation of potential candidates of selection (A), number of genes (5) shared between gene sets detected by PBS in Landrace and gene sets by iHS in Yorkshire was removed from the ven diagram. Significance of overlap was calculated by applying bootstrap method (n=100,000), in which two subset of genes were randomly sampled from all annotated genes (19,969) and the number of shared genes between them was counted
image1.png
A Yorkshire Landrace

PBS

“'P-value < 106
“P-value < 0.005





s

St T8 et oo
e gty o s To
o e o ) ot
ey g Toesto et (11000005 A o t
e e e e (5580
R s e e e i o



