Additional file 5. Characterization of searching the assembled unigenes against NCBI Nr and Swiss-Prot protein databases. (A) E-value proportional frequency distribution of BLAST hits against the Nr database. (B) E-value proportional frequency distribution of BLAST hits against the Swiss-Prot database. (C) Similarity distribution of the top BLAST hits for the assembled unigenes with a cutoff of 1E-5 in Nr database. (D) Similarity distribution of the top BLAST hits for the assembled unigenes with a cutoff of 1E-5 in Swiss-Prot database.
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