Additional Table 5. The primer sequences for genes with a deleterious mutation based on wild soybean variety IT 182932 within the QTL region on chromosome 6
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	S.No
	Gene details
	Sequence Information

	1
	Glyma06g45510.2-qPCR-F
	CACCGTTGCGAATACTATTGC

	
	Glyma06g45510.2-qPCR-R
	CTCTTTGGCATGGCTGAATTG

	2
	Glyma06g45610.1-qPCR-F
	AATCACGTCTACTCATGCTCG

	
	Glyma06g45610.1-qPCR-R
	CCAAGTTCAATGCTTTGTCGG

	3
	Glyma06g45740.2-qPCR-F
	AGTAATGCGGAGCCAGATTG

	
	Glyma06g45740.2-qPCR-R
	GCATAGATCTGACAGTCCTTGG

	4
	Glyma06g45850.1-qPCR-F
	TGCAAGGGTCTTTGGTAACC

	
	Glyma06g45850.1-qPCR-R
	CTTCTCATCCTTGGGTTACTGG

	5
	Glyma06g45890.1-qPCR-F
	AAGTGGCGAGTGAGAATAGC

	
	Glyma06g45890.1-qPCR-R
	GAGACAACTGGTTTAGGAGATGG

	6
	Glyma06g46210.1-qPCR-F
	CCAAACCTACCCGAGTTACAG

	
	Glyma06g46210.1-qPCR-R
	TGCACTGTCAAACTGTCCTG

	7
	Glyma06g46490.1-qPCR-F
	AGCCATGTCATCCTTATCACC

	
	Glyma06g46490.1-qPCR-R
	CAAAGATCATGCCAGGTTTCC

	8
	Glyma06g46710.2-qPCR-F
	ATGGATGAATGGAGGCAGAAG

	
	Glyma06g46710.2-qPCR-R
	CTGGAGTGGAAGGCAAAGAA

	9
	Glyma06g46730.1-qPCR-F
	GTTTGATCGAGTTCCAAGAGAATG

	
	Glyma06g46730.1-qPCR-R
	ACGACACAAAGGGCAAGTAG




