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	          RIL No
	Extreme root phenotype
	SA
	TRL
	Allelic information in QTL

	
	
	
	
	Region on 
Chr# 6
	Region on 
Chr# 7

	90
	HR1
	92.3
	741.0
	G. soja
	G. max

	113
	HR2
	73.9
	614.1
	G. soja
	G. max

	124
	HR3
	68.5
	607.1
	G. soja
	G. soja

	181
	LR1
	18.6
	142.8
	G. max
	G. soja

	182
	LR2
	26.0
	211.0
	G. max
	G. soja

	190
	LR3
	16.3
	123.4
	G. max
	G. max


           HR, Lines with higher phenotypic value for selected trait; LR, Lines with low phenotypic value for selected trait; SA Surface area (cm2); TRL Total root length (cm)

