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total SF SF unique SF SF multiple SF SF

24-30nt 21nt 24-30nt 21nt 24-30nt 21nt

class I-NLTR CR1 423350.04 5 class I-NLTR CR1 88096 606 class I-NLTR CR1 380218 2503

Jockey 112541.51 7 Jockey 44048 387 Jockey 68494 755

Outcast 28319.89 8 Outcast 9995 78 Outcast 18325 156

RTE 87204.49 9 RTE 35688 243 RTE 51516 389

SINEX-1 1796.035982 72.83151853 SINEX-1 733 29 SINEX-1 1063 44

class II 723498.22 213685.2063 class II TE104184 15585 267 class II 707913 213418

Harbinger 54828.03 1 Harbinger 6512 121 Harbinger 48316 380

Transib 11925.06 8 Transib 7050 40 Transib 4875 50

Tc-1/Mariner 51204.42 3 Tc-1/Mariner 12749 527 Tc-1/Mariner 43367 1161

piggyBac 2395.25 4 piggyBac 829 15 piggyBac 1566 32

hAT 20101.65 5 hAT 11563 105 hAT 16274 227

P 49615.59 6 P 19252 93 P 30364 118

Pogo 8235.68 7 Pogo 4409 41 Pogo 3827 39

Gambol 44129.71 9 Gambol 19793 216 Gambol 24367 431

unique multiple

S AS S AS

21 221 85 21 213415 254

24 355 295 24 151627 1316

25 733 2276 25 134680 2238

26 1433 3286 26 101218 4547

27 822 3308 27 75634 4036

28 1417 1380 28 89358 1803

29 479 328 29 79371 746

30 176 91 30 57626 360

Total number 16685 Total number 918229
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2014_07_09

unique multiple

Copia S AS S AS

21 83 110 21 181 185

24 386 626 24 6170 5831

25 1958 2719 25 5499 5732

26 3964 5752 26 10601 10327

27 4720 8231 27 9137 10009

28 3121 4342 28 4717 8898

29 1092 1796 29 4192 3791

30 233 342 30 932 1008

Total number 39475 87210

Gypsy unique multiple

S AS S AS

21 811 1634 21 1006 3038

24 2181 14445 24 4538 11389

25 8281 88618 25 15403 48469

26 13830 147158 26 27228 106387

27 13358 168326 27 25521 92116

28 7891 118397 28 17413 67721

29 2526 58291 29 6421 32623

30 613 9340 30 1729 6609

Total number 655700 Total number 467611

Pao unique multiple

S AS S AS

21 273 807 21 712 1711

24 1523 4312 24 3802 8072

25 10859 18949 25 15138 28274

26 8896 52678 26 16728 75489

27 9431 49951 27 19988 72368

28 5863 36040 28 14621 53686

29 1692 12218 29 3699 21526

30 1629 3128 30 1040 5801

Total number 218249 Total number 342655
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Fig_2C 21nt distribu�on RQ

24-30nt 21nt 25-28nt LTR retrotransposons0.068037789

class I-NLTRs CR1 423350.04 5 396379.457 0.036380112

Jockey 112541.51 7 100331.681 SINEs 0.000280221

Outcast 28319.89 8 25261.6097 DNA transposons0.858367111

RTE 87204.49 9 63956.7769 tandem repeat0.022271436

class II Harbinger 54828.03 1 47972.6094 uknown transposons0.014663331

Transib 11925.06 8 10594.5334

Tc-1/Mariner 51204.42 3 49049.8432

piggyBac 2395.25 4 2028.78485

hAT 20101.65 5 17919.5189

P 49615.59 6 41898.9289

Pogo 8235.68 7 7121.01972

Gambol 44129.71 9 39012.3204
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Additional file 4. Figure S1 

(A) Read frequency for siRNAs (21 nt) and piRNAs (24-30 nt) mapped to the most abundant NLTR and 

DNA transposons. (B) Read frequency and distribution mapped to the unknown TE element 104184 

(class II DNA transposons) uniquely mapped to An. gambiae genome (left) and multiply mapped reads 

to the genome (right). (C-D) Density and distribution of small RNAs mapped to TE104184 transposon 

(C) and AGAP006442 (D); siRNAs (red), piRNAs (blue) and piRNA ping-pong pairs (green) are as 

indicated. 
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