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	Growth time (h)
	Strain
	Total number of reads
	Sample yield (in MB)
	Number of mapped readsa
	Mapped reads (in percentage)

	24
	WT (R7B)
	17,840,327
	909
	17,416,349
	97.6

	
	dcl-1/ dcl-2
	18,878,811
	962
	18,394,820
	97.4

	
	ago-1
	21,389,732
	1,090
	20,861,035
	97.5

	
	rdrp-1
	17,037,660
	868
	16,285,254
	95.6

	
	rdrp-2
	15,760,260
	803
	15,433,959
	97.9

	48
	WT (R7B)
	15,162,239
	773
	14,791,685
	97.6

	
	dcl-1/ dcl-2
	15,765,254
	804
	15,383,055
	97.6

	
	ago-1
	18,416,564
	939
	17,836,162
	96.8

	
	rdrp-1
	14,178,203
	723
	13,825,166
	97.5

	
	rdrp-2
	12,008,722
	612
	11,745,525
	97.8


aRaw reads were mapped against Mucor circinelloides genome at JGI.

