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Supplemental Tables

Table S1. BAC clones covering 56 SM clusters identified by both BAC end sequences.

SM Cluster No.

SM-BAC Clones
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4H7, 10N10, 4023, 8P5, 10L6, 305

9H24, 9K17, 3016, 9C14

10N3, 4P7, 7P21, 6114, 10B14, 6G18

2G12, 9C7, 3K24, 8115, 6K21, 3P14

7C11, 3K10

10H6, 9B18, 5G4, 10P8, 8K11, 4A15

8P6, 6P5, 7D23, 8L16

10G4, 4G18, 5P8, 7G6, 6G20, 10NS

3P8, 5L9, 9F19

3K24, 1L4, 6H11, 5K16, 9L23

4012,6011

8G17, 6L14, 6F2, 9F16, 315

5009, 4L17, 4K8, 4M15, 8L11, 3M21, 5021, 6C4
8M12, 8A13, 3J12, 7D9, 6M9, 1006, 6016
9P15, 10C14, 9N7, 5J3, 6D6, 3011

9G06, 1001, 3F16, 5L24, 3N22, 7K5, 5L3

318

6H12, 3F17, 4E23

8K17, 5F18, 10J7, 3A20, 314, 9D16, 7A13
9D11, 8018, 4G19, 9J14

4G11, 7J1, 4020, 10C20, 8D24, 5M23, 5P9, 3H3, 3F2, 1H24
10E11, 8P23, 10F12, 10K23, 6H2, 2M14, 6E8
3D6, 9D19, 2E2, 7023, 3F13

10422, 10E17, 6J17, 6L10, 7K4

9A23, 10A2, 6K2, 9A23

6K2, 10A2, 10N6, 6E22

4015, 4E15, 7L1, 6116, 7024

10P13, 5G14, 3G11, 3B22
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3E2, 6P16, 6J4

903, 9E16, 6H14, 4E12, 9K13

7K15, 9K21, 9M17, 9A1, 4E14, 7TE16

2M16

6A19, 6F11, 10J4, 6K15, 10B8, 5SN9

1F7, 5M17, 6N10

9B9, 3F14, 1L3, 10014, 8021

9H19, 718, 8F13

4N23, 8G6, 3L5

7019, 7G7, 6120, 10J23, 3F9, 3E18

5N15, 8P7, 10023, 9P11, 6D7, 9F12, 9N14, 10C15, 5122
5L7, 4B5, 7P5, 3C6, 8I8

6C13, 1H5, 4G24, 9D1, 8A17

10E15, 419, 5H24

6M16, 9A21

6J7, 5K20, 5J19, 6H11, 5C17, 9L13

302, 9111, 2E10, 1H1

5B9, 8N10

7J7,9D10, 4417, 2C8, 2020

3B4, 6C8, 1H18, 6N20

6122, 9022, 9N18

7P13, 3N1, 5C10, 3N7

7M4, 7TN2, 7D6, 5N17, 202

8J19, 3N4, 9413, 5019, 7N2, 7D6, 9J13, 5N17
6N3, 4A22, 10K22, 7TM9

3F4, 7A11, 1J21, 10A15, 3M10, 8F11, 603, 7M15, 9D9
9F18, 10B4, 7G5, 8L22, 8J14, 8A11

7A10, 3F5, 441, 5N4, 9A3, 8F12, 9K12




