Supplemental Table3. Pairwise estimates of Fst based on 84 SSRs within the six major subgroups inferred from phylogenetic tree analysis.
	
	SG1
	SG2-1
	SG2-2
	SG2-3
	SG2-4
	SG2-5

	SG1
	0.0000
	
	
	
	
	

	SG2-1
	0.1192
	0.0000
	
	
	
	

	SG2-2
	0.0900
	0.1178
	0.0000
	
	
	

	SG2-3
	0.0944
	0.1558
	0.1301
	0.0000
	
	

	SG2-5
	0.1245
	0.1150
	0.1222
	0.1528
	0.0000
	

	SG2-5
	0.0987
	0.2011
	0.1584
	0.1189
	0.0574
	0.0000
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