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TOTCACC A AAC A A TAA ASCAGT TTGATTT AR GO T O TA ARG ATTATA ANTTOACTHACTACACCCE AGAGTATSAAC TAAGGATIC TOATATE TRGEAGEATIE COAGTARG
WS P QTETEALGYVGGFOQALGYV KDTYKLTTYYTEFEYETEDTDTILAALFELYVS
ATGTCACCACARAC AGA AACTAR AGCAGGTGTTGGATTTCAAGCTGGTGTTA RAG ATTATA AT TGACTTACTACACCCC AGAGTATGA RAC TAAGGATAC TGATATC TIGGCGGCATTCCOAGTAAS.
MSPQTETEREALGYVGFOQAGYV KDTYKLTYYTEPEYETEDTDTILAALTFETYVS
ATGTCACCACARAC AGAAAC AR AGCAGGTGTTGGATTTCAAGCTGGTGTTA KAG ATTATA AATTGACTTACTACACCCC AGAGTATGA RAC TAAGGATAC TGATATC TIGGCAGCATTCCGAGTAAS.
WS PQTETEALGYV GFOQAGV KDTYKLTTYYTEFEYETEDTDTILAALFELYVS
) 7 10 10 m 0 ) m 20 = = 20 =
TCCTC AGCCTEEGG TTCCGECEG AAGAAGE ACGGC TGC AST AGS TEC COAL TCT T TACTEGT ACATEG ACA ACTETTTGGAC T ATGGAC TTACCAGTC TTGATCG TTACAAAGG ACG ATGCTATE
P QP GVPPEEALGALAYVAAESSTGTUTTVUTDGLTSLDERTYESG GELC Y
TCCTCAGCCTGGGG TTCCGECCG AAGAAGS AGGGC TGC AST AGS TC COAN TCT T TACTGGT ACATGG ACA ACTGTTTGGAC TG ATGGAC TTACCAGTC TTGATEG TTACAAAGG ACG ATGCTATE
P QP GVPPEEALGALAYVAAESSTGTUTTVUTDGLTSLDERTYESG GELC Y
TCCTCAGCCTEGGG TTCCGECCG AAGAAGE AGGGGC TGC ASTAGS TC COAN TCT T TACTGET ACATGG ACA ACTGTTTGGAC T ATGGAC TTACCAGTC TTGATCG TTACAAAGG ACG ATGCTATE
PQFPGVPPEEALGALAYVAAESSTGTUWTTVUTDGLTSLDERTYESG GELC Y
m m = ) m an = e an a0 a an e
2CATCGAGCCTETTGCTGGEGAAGACAGEC A TEGA TCTGTTATG TAGCTTA TCC ATTAGACC T ATT TEAGGAGGG TTEC GTTACT ARC ATGTITACTTEC ATTG TEGGTA ACG TAT TTGGGTTCARA
H1EPVLGEDSG QUWYTICYVAYPLDLFETEGSYVTNHKFTSTITVGNVYTFGTF K
ACATCGAGCCTGTTGCTGGEGAAGACAGEC AXTGGA TCTGTTATS TAGCTTA TCC ATTAGACCTATT TEAGGAGGG TTEC GTTACT AAC AT TITACTTCC ATTG TEGGTA ACGTAT TTGGTTCARA.
H1EPVLGEDS QUYUITCYVAYPLDLFETEGSYVTNHKFTSTITVGNVYTFGEF K
ACATCGAGCCTGTTGCTGEGAAGACAGEC AXTGEA TCTGTTATS TAGCTTA TCC ATTAGACCT ATT TEAGGAGGG TTEC GTTACT ARC AT TITACTTCC ATTG TEGGTA ACGTAT TTGGGTTCARA
H1EPVLGEDSS QUWYICYVAYPLDLFETESGSYVTNHNFTSTIVGNTVYTFGTF K
S an a0 a0 a0 an a an an o a0 an a0
GCCCTACGTOC TCTACG TTTGGAGGATCTACGARTTCCCCCTACTTATTC AL AAACTT TCC AAGGECCGCCTC ATEGTATCCAAGT TGA MG AGA TAAGTTGAAC AASTATGGCCETCCTTTATIG GG,
LR AiLRLEDLETIPBTYSEKTFOQGPFPHGIQVEERDELNETGETPLLG
GCCCTACGTGCTCTACGTTTGGAGGATCTACGARTTCCCCCTACT TATTC AL AAACTT TCC AAGGCCCGCCTC ATGCTATCCAAGTTGA MG AGA TAAGTTGAAC AAGTATGGCCOTCCTTTATIGGG.
5L R AiLRLEDLETIPBTYSEKTFOQGPFEPHGIQVEERDELNEKTGETPLLG
GCCCTACGTGCTCTACGTTTGGAGGATCTACGAATTCCCCCTACTTATTC AL AAACTT TCC AAGGECCGCCTC ATGTATCCA AGT TGA MG AGA TAAGTTGAAC AAGTATGGCCOTCCTTTATIGEG.
AL R iLRLEDLEIPFPTYSKTFOQGPFEPHGIQVEERDELNETGEGETPLL G
s ) a0 3 a0 a0 0 a0 o o0 o o 0
NTGTACTATTAAAC AL AATTGGGATTATCCGC AL ALATTATOG TAG AGCG T T TAT GAG TETCTACGTGOTGGACTTE ATT TTACCA MG ATG ATG AR ACGT AAACTC ACAACC ATTTATGCGCT
CTI1EKFPELGLSAEKNTYGRACTYECLTESGGLDFTEDDTENVYNSGQEPF HE
ATGTACTATTGAACCAAAATTGGGATTATCCGC ARAAAATTATGG TAG AGCG T T TATGAG TETCTACGTGGTGGACTTGATT TTACCA G ATGATG ARRACGT ARACTC ACAACC ATTTATGCGCT.
CT IMMF KL GLSAEKNTYGRA4CTYECLTEGGLDFTEDDTENYNSGQEPFHE
NTGTACTATTAAACCARAATTGGGATTATCCGC AR ARATTATOG TAG AGCG TETTATGAG TETCTACGTGOTGGACTTGATT TTACCA MG ATG ATG AR ACGT ARACTC ACAACC ATTTATGCGET
CTIKFPELGLSAEKNTYGRACTYECLERGGLDFTEDDTERNYNSGQPFHKE
o o an o a0 m m ™ ™ " " "
GGAGAGACCCTTITGICTITTGTGOCG AGCTATTTATA AATCAC ASGCCGA RAC CG TEA AATCANGGGGCA TTACTTE ATGCG ACTCCGGOTACATETGAAG AAATEA TTAAGAGACC TS TATTT
WEDERFVFCAELTITYKSQAETGETEGHTYLNATAGTCTEET TEEALLTVF
GGAGAGACCGTTITGICTITTGTGCCG AAGCTATTTATA AATCAC AGGCCGA AAC C TGA AATCAAGOGGCA TTAC T AXTGCG ACTGCGGOTACATETGAAG AAATGA TTAAGAGAGC TS TATTT
WEDERFUVFCAELTITYKSQAETGETEGHTLNATAGTECTEET TIEERALTYF
GGAGAGACCGTTITGIC TITTGTGCCG AGCTATTTATA AATCAC AGGCCGA AAC CG TGA AATCAAGGGGCA TTACTTE AXTGCG ACTGCGGOTACATETGAAG AAATGA TTAAGAGAGC TS TATTT.
WEDRFUVFCAELTITYKSQAETGETEGHTYLNATAGTCTEET TIEERALTVTF
m ™ o o o0 o o a0 o o o a0 a0
GCGAG AGATTAGGGGTTCC TAT TETAXTGCATGAC TAC TTAACCGGGGGAT TCACCGCA ATACTACTT TGGC TC ACTA TTGCCGCGAC AL TOGCTTACT TCTTCAC ATTCACCOTGC ARTGCATEE
ARELGYVPIVMEDTYLTGGTFTANTTLALEHETYCRDNGLLTLETIETERA LENEHA
GCGAGAGANTTAGGGGTTCC TATTETAXTGCATGAC TAC TTA M GGG GGAT TCACCGCA ATACTACRT TGGCTC ACTATTGCCGCGACAATGGCTTACT TCTTCAC ATTCACCGTGCARTGCATGE
LR ELGYV P IV HMHEDYLENGGFTALNTTLALEHYCEDNGLLTLETIEHTEALENEHAL
GCGAGAGAATTAGGGGTTCC TAT TETAXTGCATGAC TAC TTAACC GGG GGAT TCACCGCARATACTACTT TGGC TC ACTA TTGCCGCGACAATOGCTTACT TCTTCAC ATTCAC COTGC ARTOCATEE
ARELGYVPIVMEDTYLTGGTFTALNTTLALEHEYCRDNGLTLTLETIETRALENEHA
0 o o o o o o a o o0 100 100 1o
AGTTATIGATAGAC AGA AAANTC ATGGTATGCATTTCCG TET AT T AGC TALAGC ATTGCG T ATE TCTGGGGGAGATCATA TCC ACTCCOGTACAG TAG TAGGTAAGTT AGA AGGGGA ACGCGALATGA
VIDEROQEKNEHG®MHTFERVLAEKALLTEHNSGGDEHTHSGTUVVGEKLTEGETEEH
AGTTATIGATAGAC AGAARANTC ATGGTATGCATTTCCG TETATT AGC TARAGCATTGCGT AT TCTGGGGGAGATCATATCC ACTCCGGTACAG TAG TASGTAAGTT AGA AGGGGA ACG A ARTGA
VIDEROQKNEHGMHTFERVLAEKALLTEHNSGGDEHTHSGTUVVGEKLTETGETEEH
AGTTATIGATAGAC AGAAAANTC ATGTATGCATTTCCG TET ATT AGC TALAGCATTGCGT AT TCTGGGGGAGATCATA TCC ACTCCGGTACAG TAG TAGGTAAGTT AGA AGGGGA ACGCGAARTGA.
VIDEROQEKNEHGMHFERVLAEKALLTEHNSGGDEHTEHSGTUVVGEKLTEGTETEREH
e 100 103 100 10 100 1000 1o L i Lo L Lis
CTTTAGGTTTTGTTGATTTATIGCGCG ATG ATTTTATTG AR AAG ATC GTGC TCGE GG TATCTT TTTCAC TCAGGACTEGGTATCC ATGCC AGSTGTT ATACCGG TAGCTTCAGGTGGTATTE AT T
TLGFVDLLEREDDFTIEERDERALERGTIFFTGQDUWUVsHBPGV IPVASGG GTIHTV
CTTTAGSTTTTGTTGATTTATIGCGCG ATG ATTTTATTG AR AAG ATC GTGC TCGC GG TATCTT TTTCAC TCAGGACTEGGTATCC ATGCCAGSTGTT ATACCGG TASCTTCAGGTOGTATTC ATGTT
TLGFVDLLEREDDFTIEERDEALERGTIFFTGQDUWUVSHPGYV IPVASGGIHTV
CTTTAGSTTTTGTTGATTTATIGCGCG ATG ATTTTATTG AR AAG ATC GTGC TCGC GG TATCTT TTTCAC TCAGGACTEGGTATCC ATGCC AGSTGTT ATACCGG TAGCTTCAGGTOGTATTC ATGTT
TLGFVDLLEREDDFTIEERDERAERGTIFFTGQDUWVsSHBPGUVIIPVASGG I HV
1o L L i 120 120 120 120 120 123 12 130 1280
TOGCATATGCC AGC TCTGAC CGA A TC TTTG0GGAC GATTETGTA TTAC ANT TG T GAGGAACTT TAGGAC ATC CTTE GGG GANTEC ACC TGO TG AGC AGCT AATCGAGTEGCTTTAGRAGCTTS,
WHEMPALLTETLFGDDSVLGQFGG GGTLGEHTEPUTUGNIALPGALALLNEYVALEA EC
TOGCATATGCC AGC TCTGAC CGA AATC TTTGGGGAC GATTETGTA TTACANT TTGCTEGAGGAACTT TAGGAC ATC CTTGGOG GAN TGS ACC TGO TGC AGC AGCT AATCGAGTGGCTTTAGRAGCTTS.
WHEMPALLTETLFGDDSVLGQFGG GGTLGEHTEFUTGNALPGALALLNEYVALEZ :C
TOGCATATGCC AGC TCTGACCGA AATC TTTGGGGAC GATTETGTA TTAC AT TTGCTEGAGGAACTT TAGGAC ATCCTTG GGG GANTGE ACC TGO TGC AGC AGCT AATCGAGTGGCTTTAGRAGCTTS.
WEMPALLTETLFGDDSVLGQFG GGTLGEHTEFUTGNALPGALALLNTERYVALEA -C
1200 1am 130 13 13 10 133 13m0 130 130 130 1o
TOTAC AAGCTCCTAACG AAGGOCGTEATCT T6C TEGCGA AGG TAN TEALATTATC COAGCAGCTTGE AMATOG AGTCC T AAC TAGCCGC AGC TTGTG A TATS GAAGGCGATCARATTC
VoiRNEGERDTLAERTEGNETTERZLACEKU SFELALALALCETVTUVEKALTIETF
TOTAC AAGCTCGTAACG AAGGGCGTEATCT TGC TEGCGA ASG TAN TEALNTTATC COAGCAGCTTGC AMATOG AGTCC T AAC TAGCCGCAGCTTGTG ARG TATG GAAGGCGATCARATT
VoiLRNEGERDTLAERTEGNETTERZLACEKTUESFELALALALCETYVUEKA LTIE
TOTAC AAGCTCGTAACG AAGGGCGTEATCT TGC TEGCGA ASG TAA TEALNTTATC COAGCAGCTTGE AAATOG AGTCC T AAC TAGCCGC AGC TTGTG ARG TATG GAAGGCGATCALATTC
VoKRNEGRDTLARTEGNTETTIRAALCTET FSEPETLAALALCESYUWEKATIETF





Figure S5 The partial-length CDS of rbcL gene from three barley genotypes XZ5, XZ54 and ZAU3
