Table S1 Antisense gapmer oligonucleotides that exclusively demonstrate reverse complementarity to multiple cDNAs related to particular disorders. The sequences are shown in the format of antisense gapmer oligonucleotides, with all nucleotides being linked by phosphorothioate linkages *, and conformationally restricted nucleotide monomers, such as tricycle-DNA, LNAs and MOEs, are preceded by +. Alternatively, these sequences could be employed for targeted gene modification, transcriptional gene silencing, or correspond to reverse complementary targets of RNA-binding proteins. Additional sequences will be updated at www.wikisequences.org.
	Antisense oligonucleotides
	Targets

	
	Cancer

	+A*+G*+A*G*C*C*A*C*C*T*G*A*+A*+C*+C
	ABCB1 ERBB3.

	+A*+G*+C*C*C*C*C*A*C*C*A*G*T*C*+C*+A*+C
	AKT1 AKT2 PKN3.

	+A*+C*+C*A*C*G*T*T*C*T*T*C*T*C*+C*+G*+A
	AKT1 VEGRF2.

	+A*+G*+C*T*C*T*T*A*T*A*A*+G*+T*+C
	AR CTNNB1.

	+T*+G*+T*C*A*T*T*C*A*C*A*C*+C*+A*+G
	BIRC2 BIRC7 PARP1.

	+C*+A*+T*G*T*T*C*T*A*C*C*+C*+A*+T
	BIRC2 MDM2.

	+T*+G*+C*A*A*A*T*A*G*G*G*+C*+A*+T
	BIRC2 MDM4.

	+T*+C*+T*G*C*C*A*G*G*A*C*+G*+C*+T
	BIRC5 FOXM1.

	+A*+T*+A*A*C*T*G*T*T*G*T*+T*+C*+T
	BIRC6 BRAF.

	+G*+T*+T*T*A*G*T*T*G*C*A*+G*+C*+A
	BIRC6 CTNNB1.

	+A*+C*+C*T*C*G*A*T*G*T*T*+G*+G*+G
	BIRC6 DMT1.

	+A*+G*+A*C*A*T*A*C*T*A*A*+T*+T*+C
	BIRC6 EIF4E.

	+G*+C*+T*T*G*T*T*C*T*A*C*C*A*+G*+G*+A
	BIRC6 MDM2.

	+T*+T*+C*C*T*G*A*A*G*G*A*+C*+A*+T
	BIRC6 TEP1.

	+T*+A*+C*A*G*A*A*C*A*A*T*T*+C*+C*+A
	BRAF MKI67.

	+C*+C*+C*A*C*A*C*T*T*G*C*+C*+T*+G
	CCDND1 HER2.

	+T*+T*+G*G*T*T*C*G*G*+C*+A*+G
	CCND1 C-MET.

	+T*+C*+C*A*G*T*G*G*G*G*T*+C*+C*+T
	CCND2 HK2.

	+G*+A*+C*C*C*T*C*T*T*G*G*C*A*+G*+C*+A
	C-MYC HIF2.

	+A*+T*+G*T*A*A*T*C*A*T*A*C*+A*+T*+T
	CTLA4 IGF1.

	+T*+T*+T*A*G*A*G*A*A*G*A*+T*+G*+C
	EIF4E PNK3.

	+T*+T*+T*T*G*T*G*C*A*C*C*+A*+A*+C
	EPCAM MDM2.

	+G*+G*+A*T*G*G*G*C*C*G*G*T*+G*+A*+G
	FGR1 FGFR2 PRKA.

	+T*+G*+T*A*T*T*G*T*A*C*A*T*+A*+A*+T
	HK2 BCL2.

	+T*+T*+T*C*A*T*T*G*C*A*T*G*+A*+A*+G
	KRAS MDM2.

	+T*+T*+A*T*G*G*T*C*T*T*C*+A*+A*+G
	MCL1 MTDH.

	+G*+C*+T*G*T*T*C*T*G*C*C*+T*+C*+A
	MKI67 STAT3.

	+G*+T*+G*G*G*C*G*A*T*G*G*+T*+G*+A
	MRP1 MRP2.

	+T*+T*+C*A*T*G*T*C*C*A*T*+G*+T*+A
	PDGFRA SCFR.

	+A*+C*+C*T*C*C*T*T*G*G*C*G*T*+A*+G*+T
	[bookmark: _GoBack]RRBP1 TGFB1. TFGB2.

	+G*+G*+C*C*C*C*T*G*A*T*T*A*+T*+A*+C
	SIRT1 VEGRF2.

	+A*+T*+A*A*T*G*G*A*A*T*T*T*+G*+G*+G
	UCHL5 VEGRF2.

	+G*+C*+T*G*G*C*A*T*C*A*T*A*+A*+G*+G
	VEGRF1 VEGRF2.
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