
	
  
	
  

	
  
	
  
	
  
Additional file 4. Relationship between retrotransposon DNA and genome size. The total 
amount of retrotransposon base pairs (y-axis) correlates very strongly with genome size 
(y-axis) in the Asteraceae. 
	
  

y = −851 + 0.81 ⋅ x,  r2 = 0.608
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