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comp40_c0_seq1 AB985221 Phospholipase A2 128,773 27.6% 810 270 1-12 13-28 None 138 122 34 102 83.6% AB851917.1 Protobothrops flavoviridis *RGLSIPRSGFGRMRTLWIMAVLLVGVEGGLWQFENMIIKVVKKSGILSYSAYGCYCGWGGRGKPKDATDRCCFVHDCCYEKVTGCDPKWDYYTYSLENGDIVCGGDNPCTKVVCECDKAAAICFRDNLKTYKKRYMTFPDIFCTDPTEKC*Frame 1 Reverse
comp41_c0_seq1 AB985222 Phospholipase A2 100,786 21.6% 310 103 Missing Missing None 86 86 31 84 97.7% AB072175.1 Protobothrops flavoviridis KDATDRCCFVHDCCYGKVTGCNPKLGKYTYSWNNGDIVCEGDGPCKEVCECDRAAAICFRDNLDTYDRNKYWRYPASNCQEDSEPC*Frame 2
comp43_c0_seq1 AB985223 Metalloprotease P-IIa 1 39,898 8.6% 2,045 682 1-39 40-59 60-180 483 463 85 321 69.3% AB052155.1 Protobothrops flavoviridis VSTQSTWGFLASHSQQRKSSDWLESRKRLPVFQPNPASKMIQVLLVTICLAVFPYQGSSIILESGNVNDYEVVYPRKVTALPKRAVQQKYEDAMQYELKVNGEPVVLHLEKNKGLFSEDYSETHYSPDGREITTYPSVEDHCYYHGRIHNDADSTASISACDGLKGYFKLQGETYLIEPLKLPDSEAHAVYKYENIEKEDEAPKMCGVTQNWESDESIKKASQLYLTPEQQIFPQRYIELAIVVDHGMYKKYSHNSDKIKVRVHQMVNHINEMYRPLNIAITLSLLQIWSNKDLITVKSASNVTLNLFGNWRKTVLLKRRSHDCAHLLTDINFTGNIIGLAYKKGMCNPKLSVGLVQDYSSNVFVVAVIMTHELGHNLGMEHDEEKNGKKCNCKTCIMSPAISDPPAQLFSDCSKNDYHTFLTNRNPQCILNAPLRTDTVSTPVSGNELLEEGEDCYCHIPPNPCCDPATCKLTPGSQCAEGLCCDQCRFKKKGTICRIARGDFPDDRCTGLSDDCPRWNDL*Frame 2
comp48_c0_seq1 AB985224 Phospholipase A2 29,548 6.3% 254 84 Missing Missing None 84 84 14 55 65.5% AB778562.1 Protobothrops flavoviridis DATDRCCFVHDCCYEKLTDCSPKSDIYSYSWKTGVIICGEGTECEKQICECDRAAAVCFGQNLRTYKNKYMFYPDFLCTDPTEKFrame 2
comp56_c0_seq1 AB985225 LAO 14,483 3.1% 2,865 955 1-22 23-40 None 505 487 109 434 89.1% AB848142.1 Protobothrops flavoviridis *ALCLASVTFLPSIAIHSLQANKMNVFLMFSLLFLAALGSCADDRNPLEECFRETDYEEFLEIARNGLKKTSNPKHVVIVGAGMSGLSAAYVLAGAGHQVTVLEASERAGGRVRTYRNDKEGWYANLGPMRLPEKHRIVREYIRKFGLQLNEFSQENDNAWHFIKNIRKRVGEVKKDPGVLKYPVKPSEEGKSAGQLYEESLRKVEKELKRTNCSYILNKYDTYSTKEYLIKEGNLSPGAVDMIGDLLNEDSGYYVSFIESMKHDDIFAYEKRFDEIVGGMDQLPTSMYQAIEEKVRFNTRVIKIQQNAKKVTVTYQTPAKDTSLVTADYVIVCTTSRAARRINFRPPLPPKKAHALRSVHYRSGTKIFLTCTKKFWEDDGIHGGKSTTDLPSRFIYYPNHNFTSGVGVIIAYGIGDDANFFQALDFKSCADIVMNDLSLIHQLPKKDIQAFCYPSMIQKWSLDKYAMGGITTFTPYQFQHFSEALTAPVGRIFFAGEYTAHAHGWIDSTIKSGLTAARDVNRASENP*Frame 3
comp50_c0_seq1 AB985226 Metalloprotease P-II 2 12,698 2.7% 204 68 Missing Missing Missing 35 35 0 0 0.0% AB851953.1 Protobothrops flavoviridis TSADLRKKEQYAGEQGVITRMTAALANLLTVPEIPKQQWRWNGLQQQAVCCCDYSLLINFWLLSDLIFrame 1
comp46_c0_seq1 AB985227 BPP/CNP 12,302 2.6% 1,615 538 1-76 77-99 None 194 171 1 10 5.8% AB749764.1 Protobothrops flavoviridis YQRRVHGGERIWPSRQARLDETLLRQSARLDSTRLGSAPFVSAVRAVEDSLSFSLSRSRSLARSRPPSLPAPAQPEMFVSRLAASGLLLLALLALSLDGKPVHQSKPGRSPPISPLSVQQWMPGGRPPHHIPPLSVQQWSQGRPRSEVPPVVVQPHESPAGGTTAFREELSLGPEAASGPAAPHRLPKSKGASATSAASRPMRDLRTDGKQERQKWGRMVQPDHHAAPGGGGGGGGGGARRMKGLAKKAMGKGCFGHKLDRIGSTSGLGC*Frame 1
comp58_c0_seq1 AB985228 Serine Protease 1 11,386 2.4% 255 85 Missing Missing None 50 50 5 46 92.0% AF159058.1 Deinagkistrodon acutus ICNGQFQGIVSYGGHPCGQSRKPGIYTKVFDYNAWIQSIIAGNTNATCPL*Frame 2 Reverse
comp55_c0_seq1 AB985229 C-Type Lectin F IX/X A 10,675 2.3% 742 247 1-31 32-54 None 152 129 30 110 85.3% AB046491.1 Protobothrops flavoviridis VSTQSTWGKPGVASEQTSYLWRPKEREGRKTMGRFIFMSFGLLVVAASLRGTGADCLSGWSSYEGHCYKAFEKYKTWADAERFCMEQAKGAHLVSIESSGEADFVAQLVTQNMKRLDFYIWIGLRVQGKVKQCNSEWSDGSSVSYENWIEAECKTCLGLEKETDFRKWVNIYCGQQNPFVCEA*Frame 1
comp49_c0_seq1 AB985230 Serine Protease 2 9,536 2.0% 4,938 1,646 1-28 29-46 None 260 242 50 222 91.7% AB848162.1 Protobothrops flavoviridis *NILNCAFLPKLFPISKFQANSLLRRVEAMVLIRVLANLLILQLSYAQKSSELVIGGDECNINEHPFLVALYDAWSGRFLCGGTLINPEWVLTAAHCDSKNFKMKLGAHSKKVLNEDEQIRNPKEKFICPNKKNDEVLDKDIMLIKLDSPVSYSEHIAPLSLPSSPPSVGSVCRIMGWGTISATKLIFPNVPHCANINLLDDVECKPGYPELLPEYRTLCAGVLQGGIDTCGFDSGTPLICNGQFQGIVSWGGDPCAQPHEPGSYTKVFDHLGWIQSIIAGNTAATCLP*Frame 1
comp74_c0_seq1 AB985231 Serine Protease 3 9,469 2.0% 216 72 Missing Missing None 48 48 5 44 91.7% AB848158.1 Protobothrops flavoviridis NGQFQGIVHGGGKTCAQPYEPGLYIKVFDYTDWIQNIIAGNTTATCPP*Frame 1
comp63_c0_seq1 AB985232 CRISP 9,466 2.0% 1,360 453 1-25 26-44 None 240 221 38 176 79.6% AB848115.1 Protobothrops flavoviridis QRRVHGDDFLKATKKLSLLLFKTIEMIAFIVLPILAAVLQQSSGNVDFDSESPRKPEIQNEIIDLHNSLRRSVNPTASNMLKMEWYPEAAANAERWAYRCIESHSSRDSRVIGGIKCGENIYMATYPAKWTDIIHAWHGEYKDFKYGVGAVPSNAVVGHYTQIVWYKSYRAGCAAAYCPSSKYSYFYVCQYCPAGNIIGKTATPYKSGPPCGDCPSDCDNGLCTNPCTRENEFTNCDSLVQKSSCQDNYMKSKCPASCFCQNKII*Frame 3
comp61_c0_seq1 AB985233 Serine Protease 4 8,139 1.7% 218 73 Missing Missing None 54 54 7 50 92.6% AB848164.1 Protobothrops flavoviridis GGPLICNGEIQGIVSWGGDICAQPHEPGHYTKVFYYIDWIQSIIAGNTDATCPP*Frame 1
comp53_c0_seq1 AB985234 Serine Protease 5 7,704 1.7% 316 104 Missing Missing None 104 104 8 46 44.2% Q71QI4.1 Viridovipera stejnegeri ECNINEHRFLVALYTFRSRTLHCGGTLINQEWVLSAAHCDREKMKLQFGLHSKKVPNKDKQTRVPKEKFFCDSNKNYTKWNKDIMLIRLNRPVRKSAHIAPLSLFrame 3 Reverse
comp62_c0_seq1 AB985235 VEGF 7,698 1.7% 1,273 424 1-1 2-25 None 146 122 17 98 80.3% AB848141.1 Protobothrops flavoviridis *AMAAYLLAVAILFCIQGWPSGTVQGQVMPFMEVYSRSACQTRETLVPILKEYPDEVSHLFKPSCVPVLRCGGCCSDESLTCTATGKHSVGREIMRVDPHKGTSKMEVMQFKEHTACECRPRSPGDVNNGKDKRNPEEGGPRARFPFV*Frame 1
comp69_c0_seq1 AB985236 Metalloprotease P-III 1 7,258 1.6% 203 68 Missing Missing None 58 58 11 48 82.8% AB051849.1 Protobothrops flavoviridis VKCGRLYCIDSSPAKKNPCNIIYSPNDEDKGMVLPGTKCADGMACNSNGQCVDVNRTY*Frame 1
comp64_c0_seq1 AB985237 Serine Protease 6 6,489 1.4% 210 69 Missing Missing None 69 69 2 19 27.5% BAN89399.1 Protobothrops flavoviridis CNINEHRSLALVYITSGFLCGGTLIHPEWVMTAAHCDRGNIVIFLGVHSLEGLNKDKPTRIAKEKFICPFrame 3
comp65_c0_seq1 AB985238 Metalloprotease P-III 2 5,797 1.2% 563 187 Missing Missing Missing 187 187 29 124 66.3% AB848126.1 Protobothrops flavoviridis EECDCGSPATCRYPCCDAATCKLHSWVECESGECCEQCRFRTAGTECRARRSECDIAESCTGHSADCPTDRFHRNGQPCLHNFGYCYNGNCPIMYHQCYALWGANATVAKDSCFEDNQKGNDYGYCRKENGRKIPCEPQDVKCGRLYCSLGNQLPCRFFYTPTDENIGMVDTGTKCGDKKVCSNRQCFrame 1
comp76_c0_seq1 AB985239 C-Type Lectin F IX/X B 5,458 1.2% 489 163 1-2 3-25 None 146 123 27 114 92.7% D83332.1 Protobothrops flavoviridis KTMGRFIFVSFGLLVVFLSLSGTAADCPSDWSSYEGHCYKPFSEPKNWADAENFCTQQHAGGHLVSFQSSEEADFVVKLAFQTFGHSIFWMGLSNVWNQCNWQWSNAAMLRYKAWAEESYCVYFKSTNNKWRSRACRMMAQFVCEFQA*Frame 1
comp72_c0_seq1 AB985240 Metalloprotease P-III 3 3,351 0.7% 353 117 Missing Missing Missing 117 117 7 75 64.1% AB051849.1 Protobothrops flavoviridis AEGLCCDQCRFKGAGTECRAATDECDMADLCTGRSAECTDRFQRNGQPCQNNNGYCYNGTCPTMNNQCIALFGPNAAVSQDACFQFNRQGNYYGYCRKEQNTKIACEPQNVKCGRLYFrame 2 Reverse
comp75_c0_seq1 AB985241 Metalloprotease P-III 4 3,169 0.7% 754 250 Missing Missing Missing 250 250 57 189 75.6% AB848128.1 Protobothrops flavoviridis TNWESDEPIKKASKLVVTAEQQRYLNNFRFIELVIVADYRMFTKFNSNLNEVKTWVYEIVNTLNEIYRYLYVRVALVALEVWSNGDLSSVTLSAYDTLDSFGEWRKRDLLKRKSHDNAQLLTAIDFNGTIIGLAHKASMCDPKRSTGIVQDYSSRNLVVAVIMAHEMGHNLGIHHDRENCTCHANSCIMSAVISDQPSKYFSNCSHVQYWNYINDDKPQCILNEPLRTDIVSPPVCGNELLEVGEECDCGFrame 3 Reverse
comp78_c0_seq1 AB985242 Metalloprotease P-III 5 2,853 0.6% 453 151 Missing Missing Missing 136 136 13 86 63.2% AB665726.1 Protobothrops flavoviridis HRNGQPCLNNHGYCYNGNCPIMLHQCITLFGLGATVDHDACFNNNLKGQGHFYCRRENGRIFPCAPQDVKCGRLYCKLHNDNAYPCRYKYSDDYSEDLDFGMVDHGTICAVGRVCRNRQCVDVNEAYKSTTVFSLI*Frame 1
comp101_c0_seq1 AB985243 C-Type Lectin A 2,702 0.6% 412 137 Missing Missing None 127 127 26 127 100.0% AB848117.1 Protobothrops flavoviridis SAYDRYCYQAFSKPKNWEDAESFCEEGVKTSHLVSIESSGEGDFVAQLVAEKIKTSFQYVWIGLRIQNKEQQCRSEWSDASSVNYENLVKQFSKKCYALKKGTELRTWFNVYCGTENPFVCKYTPEC*Frame 1
comp91_c0_seq1 AB985244 Metalloprotease P-III 6 2,148 0.5% 756 252 Missing Missing Missing 252 252 40 206 81.7% AB848138.1 Protobothrops flavoviridis WESDESIKEDSQSNLTPAQQKYLNAKKYVKFFLVADHIMYLKYGRNLTTLRTRMFDTVNIVNLILQRINIHVALIGIEIWSKEDKIIVQSVPDVTLKLFATWRESVLLKRKNHDNAHLLTGINFNGPTAGLAYLGGICKPMYSAGIVQDHNKIHHLVAIAMAHEMGHNLGMDHDKDTCICQAKACVMAGTLSCDASYLFSDCSRQEHRAFLIKNMPQCILKKPLKTDVVSPPVCGNYFVEVGEDCDCGSPATFrame 1 Reverse
comp93_c0_seq1 AB985245 Serine Protease 7 1,972 0.4% 215 71 Missing Missing None 71 71 3 9 12.7% AB851963.1 Protobothrops flavoviridis KLRGAMCVLLLTELSSLINMMSLSTSSSFFLLGQKNFSFGSLVCSSSFSTFLLCTPNSNWKFSRKKAVVSEFrame 3
comp139_c0_seq1 AB985246 C-Type Lectin B 1,594 0.3% 344 113 Missing Missing None 113 113 39 113 100.0% AB848140.1 Protobothrops flavoviridis EHCYQVFQQKMNWADAEKFCTQQHKGSHLVSFHSSEEVDFVTSKTFPILKYDFVWIGLSNVWNECTKEWSDGTKLDYKAWSGGSDCIVSKTTDNQWLSMDCSSKRYVVCKFQA*Frame 2 Reverse
comp86_c0_seq1 AB985247 5'-Nucleotidase 1,529 0.3% 2,581 860 1-51 None None 591 591 60 382 64.6% AB848147.1 Protobothrops flavoviridis *RTQPDTSLRLLTRGGIGTAVRLLLPSPSPALLCLKELGGAGEEGPGTRVLTMQTRTRRRGAQGCPPSSPSPPPPLLLLLVGAVWFCAALSVAAGSFELTILHTNDVHARVEETSRDSGKCTRQDCYGGVARRATKIRELRAKHRHVLLLDAGDQYQGTIWFSFFKGREVVKFMNSLRYDAMALGNHEFDNGLAGLLDPLLKHANFPILSANIRPKGSIASNISGYILPYKIINVGSEKVGIIGYTTKETPVLSNPGPYLEFRDEVEELQNHANKLTTLGVNKIIALGHSGFLEDQRIARKVKGVDVVVGGHTNTFLYTGSPPSTEVAAGNYPFMVQSDDGRQVPVVQAYAFGKYLGYLNVIFDDKGNVIKASGNPILLNKDISEDQDVKAEVNKMKIQLRNYSSQEIGKTIVYLNGTTQACRFHECNLGNLICDAVIYNNVRHPDDNEWNHVSMCIVNGGGIRSPIDERTNNGTITLEELTAVLPFGGTFDLLQIKGCALKEAFEHSVHRHGQGMGELLQVSGIKVVYDLSRKPGNRVVSLNVLCTECRVPTYVPLEKEKTYKLLLPSFLAAGGDGYHMLKGDSSNHSSGNLDISIVGDYIKRMGKVYPAVEGRVIFSPGTLFQAQLFLTWGLCISLLYFIL*Frame 1
comp125_c0_seq1 AB985248 Phospholipase B 1,228 0.3% 1,861 620 1-15 16-51 None 553 517 30 248 48.0% AB848155.1 Protobothrops flavoviridis *ASNLAPLSDRLGGLGMIRFGTPSSSDKRRQRCRSWYWGGLLLFWAVAETRADIHYATVYWLEAEKSFQIKDVLDRNGDAYGYYNDTIQSTGWGILEIKAGYGNQPISNEILMYAAGFLEGYLTASHMSDHFANLYPQMIKNVIIEQKVKDFMQKQDEWTRQQIKNNKDDPFWRNAGYVIAQLDGLYMGNVEWAKRQKRTPLTDFEISFLNAIGDLLDLIPALHSELRKSYFRSMPDVSRIYQWDMGHCSALIKVLPGYENIYFAHSSWFTYAATLRIYKHLDFKITDPQTKTGRASFSSYPGFLVSLDDFYILGNGLIMLQTTNSVFNLSLLKKVVPESLFAWERVRIANMMADSGKTWAETFEKQNSGTYNNQYMILDTKKIKLQRSLEDGTLYIIEQVPKLVKYSDQTKVLRNGYWPSYNIPFDKEIYNMSGYGEYVQRHGLEFSYEMAPRAKIFRRDQGKVTDMESMKSIMRYNNYKEDPYAKHNPCNTICCREDLNRRTPVPAGCYDSKVADISMAAKFTAYAINGPPVEKGLPVFNWVHFNKTKHQGLPESYNFDFVTMKPVL*Frame 1
comp173_c0_seq1 AB985249 Metalloprotease P-IIIb 7 1,138 0.2% 257 85 Missing Missing Missing 85 85 0 0 0.0% AB074144.1 Protobothrops flavoviridis HRNGQPCLYNHGYCYNGKCPIMFYQCYFLFGSNATVAEDDCFNNNKKGDKYFYCRKENEKYIPCAQEDVKCGRLFCDNKKYPCHYFrame 1
comp157_c0_seq1 AB985250 Serine Protease 8 1,065 0.2% 207 68 Missing Missing None 68 68 1 12 17.6% AB848157.1 Protobothrops flavoviridis LTAAHCDRSSIYMYIGMHDENVKFDDEQGRSPKEKYFYNCSNNFTTWDKDVMLIRLDHPVNYSEHIAPFrame 1
comp141_c0_seq1 AB985251 Metalloprotease P-III 8 1,023 0.2% 264 87 Missing Missing Missing 87 87 6 61 70.1% AB848156.1 Protobothrops flavoviridis WRETVLLNRKNHDNTQLLTGIDFDGNTIGFGYIGSMCTPKHSVGIVQDHGKSYHLVAVTMAHEMAHNLGMHHDRNSCTCLANSCIMSFrame 2 Reverse
comp115_c0_seq1 AB985252 Phosphodiesterase 894 0.2% 2,825 942 1-39 40-62 None 851 828 78 532 64.3% AB848150.1 Protobothrops flavoviridis *DRIVPPSLVKNSVCCYPLPLLSQEYPRNPFGSRRNQSGEMIQQKVLFISLVAVALGLGLGLGLKKSVQPQVSCRYRCNETFNKMTSGCSCDDKCTERQACCSDYEDTCVLPTQSWSCSKLRCGEKRIANVLCSCSEDCLEKKDCCTDYKSICKGETSWLKDKCASPSATQCPAGFEQSPLILFSMDGFRAGYLETWDSLMPNINKLKTCGTHAKYMRAVYPTKTFVNHYTIATGLYPESHGIIDNNIYDVNLNLNFSLSASTAKNPAWWGGQPIWHTATYQGLKAATYFWPGSEVKINGSYPTIFKNYNKSVPFEARVTELLKWLDLPKAERPDFYTLYIEEPDTTGHKYGPVSGEIIKALEMADRTLGMLMEGLKQRNLHNCVNLILLADHGMEEISCDRLEYMANYFNNVDFYMYEGPAPRIRSKNVPKDFYTFDSEGIVKNLTCRKPKQYFKAYMSKDLPKRLHYANNIRIDKVNLMVDQQWMAVRDKKFTRCKGGTHGYDNEFKSMQAIFLAHGPGFNEKNEVTSFENIEVYNLMCDLLKLKPAPNNGTHGSLNHLLKNPFYTPSPAKEQSSPLSCPFGPVPSPDVSGCRCSSITELEKVNQRLNLNNQAKTESEAHNLPYGRPQVLQNHSKYCLLHQAKYISAYSQDILMPLWSSYTIYRSTPTSVPPSASDCLRLDVRIPEAQSQTCSNYQLDLTITPSFLYPPNFNSSNFEQYDALITSNIVPMFKGFTRLWNYFHTTLIPKYARERNGLNVISGPIFDYNSDGHFDSYDTIKQYVKNTKIPIPTHYFVVLTSCENQINTPLNCLGPLKVLSFILPHRPDNSESCADTSPENLWVEERIQIHTARVRDVELLTGLNFYSGLKQPLPETLQLKTFLPIFVNPVN*Frame 3
comp189_c0_seq1 AB985253 C-Type Lectin F IX/X A 694 0.1% 210 70 Missing Missing None 47 47 0 0 0.0% AB848120.1 Protobothrops flavoviridis SSVSYENLVKPFSKKCFVLKKESEFRKWFNVYCGQQYVFMCKFLRPR*Frame 3
comp204_c0_seq1 AB985254 Metalloprotease P-III 9 693 0.1% 201 67 Missing Missing Missing 67 67 0 0 0.0% AB074144.1 Protobothrops flavoviridis VAVIMTHEMGHNLGIPHDGNSCTCGGFPCIMSPMISDPPSELFSNCSKAYYQTFLTDHKPQCILNAPFrame 1 Reverse
comp166_c0_seq1 AB985255 Metalloprotease P-III 10 664 0.1% 315 104 Missing Missing Missing 104 104 8 45 43.3% AB848114.1 Protobothrops flavoviridis NWESDEPMKASQILLTPEQQRYLYAPKYIKLVIVADDVMVRKYTHNLIALKKRIFEIVNVLTLIYRYLNINVAMVGLEIWTNGDEINVQSAVNITLDLFGNWREFrame 2 Reverse
comp85_c0_seq1 AB985256 Nerve Growth Factor 459 0.1% 4,805 1,602 1-59 60-77 None 241 223 4 45 20.2% AB848144.1 Protobothrops flavoviridis INAEYMGNQYRGGAVLQATSTDCQLPVVQQFDPDWLQVDSAFHPSENLALLENIKVHSVMSMLCYTLIIAFLIGIWAAPKSEDNVPLGSPATSDLSDTSCAKTHEALKTSRNTDQHYPAPKKAEDQEFGSAANIIVDPKLFQKRRFQSPRVLFSTQPPPLSRDEQSVDNANSLNRNIRSKREDHPVHNRGEYSVCDSVSVWVANKTTATDIRGNLVTVMVDVNLNNNVYKQYFFETKCRNPNPVPTGCRGIDSRHWNSYCTTTHTFVRALTMEGNQASWRFIRIDTACVCVISRKNENFG*Frame 2 Reverse
comp196_c0_seq1 AB985257 QC 375 0.1% 3,643 1,214 1-88 89-111 None 368 345 18 170 49.3% AB848133.1 Protobothrops flavoviridis *LGWELASLPPRYVGKARQKAGREAKSASGRQKRSRPAAVPSRACSPTLRPWRPPICLNLPPSEAQGSLLAGSRLTCPAEGRGAAFCNGMARERRASKAAAFFCLAWALCLALPGFPQHVSGREDRADRTQEKYSHRPTILNATCILQVTSQTNVNRMWQNDLHPILIERYPGSPGSYAVRQHIKHRLQGLQAGWLVEEDTFQSHTPYGYRTFSNIISTLNPLAKRHLVIACHYDSKYFPPQLDGKVFVGATDSAVPCAMMLELARSLDRQLSFLKQSSLPPKADLSLKLIFFDGEEAFVRWSPSDSLYGSRSLAQKMASTPHPPGARNTYQIQGIDLFVLLDLIGARNPVFPVYFLNTARWFGRLETIERNLYDLGLLNNYSSERQYFRSNLRRYPVEDDHIPFLRRGVPILHLIPSPFPRVWHTMEDNEENLDKPTIDNLSKILQVFVLEYLNLG*Frame 2 Reverse
comp20_c0_seq1 AB985258 VEGF 310 0.1% 4,350 1,450 1-70 71-96 None 192 166 2 58 34.9% AB851940.1 Protobothrops flavoviridis *AEDPERAAKRGQTTSLGPRESRAYGRVKPESNILPPLPLQPLQLDHSDRRAKKRRLKRTRPSQSTLAPGIMNFLLTWIHWGLAALLYFHNAKVLQAAPAQGDGDRQQSEVIPFMTVYERSVCRPIETMVDIFQDYPDEVEYILKPPCVALMRCGGCCNDEALECVPTELYNVTMEIMKLKPYQSQHIHPMSFQQHSKCECRPKKETRIIQENHCEPCSERRKHLYKQDPLTCKCSCKFTDSRCKSKQLELNERTCRCEKPRR*Frame 2
comp268_c0_seq1 AB985259 Metalloprotease P-III 11 239 0.1% 280 92 Missing Missing Missing 92 92 1 12 13.0% AB074144.1 Protobothrops flavoviridis VTAEQQRFPRRYIKLAIVVDHGIVTKHHGNLKKIRKWIYQLVNTINNIYRSLNILVALVYLEIWSKQNKITVQSASNVTLDLFGDWRESVLLFrame 3
comp595_c0_seq1 AB985260 Metalloprotease P-II 3 114 0.0% 518 172 Missing Missing Missing 172 172 10 79 45.9% AB848137.1 Protobothrops flavoviridis VTETNWESYEPIKKAFQLNLTPKQQRYLDAKKYVEFIVVVDHGMVTKYKGDLKKIKTRMYELVNIMNEICIPLNIRVALTGLVIWLDRDKINVTSAANVTLDSFRNWRERDLLKRKRHDCAQLFTATDLDGDTVGLAYTRSMCQLRRSAGIIQDHSTINLLMAVTMAHELGHFrame 1
comp400_c0_seq1 AB985261 Hyaluronidase 113 0.0% 1,798 599 1-77 None None 526 526 0 0 0.0% AB851937.1 Protobothrops flavoviridis INAEYMGIWKVVLLILFWTSSFSGGLRLVFASLGLWNYFFSGTCFDCPCLVSGPYLVDWTWNPGLCSELTVPENLHIMYHLWIKCLAAWIFLKRFNGVHVMQAKAPMYPNEPFLVFWNAPTTQCRLRYKVDLDLETFHIVTNANDSLSGSAVTIFYPTHLGVYPHIDDRGHFFNGIIPQNESLAKHLNKSKSDIDRMIPLRTFHGLGVIDWENWRPQWDRNWGSKNVYRNRSIQFARDLHPELSEDKIKKLAKQEYEKAAKSFMRDTLLLAEEMRPDGYWGYYLYPDCHNYNYKTKPDQYTGECPDIEMSRNNQLLWLWRESTALFPNIYIETILRSSDNALKFVHHRLKESMRIASMARKDYALPVFVYARPFYAYTFEPLTQEDLVTTVGESAAMGAAGLVFWGSMQYASTVESCGKVKDYMDGPLGRYIVNVTTASKICSHFLCKKRGRCVRKHSDSNAFLHLFPDSFRIMVHGNATEKKVIVKGKLELENLIFLRNNFMCHCYQGWKGLYCEKHSIKDIRKI*Frame 1
comp566_c0_seq1 AB985262 Metalloprotease P-IIa 4 105 0.0% 276 92 Missing Missing Missing 92 92 3 32 34.8% AB851950.1 Protobothrops flavoviridis IELVIVADHRMFTKYEGDETEIHSRIYESVNALNVIFRALYISIALIGVEIWSSGDLMSVTLSADETLESFGEWRRRHFLKRKRHDNAQLLTFrame 1
comp1106_c0_seq1 AB985263 DPP IV 52 0.0% 2,812 937 1-49 None None 751 751 0 0 0.0% AB851922.1 Protobothrops flavoviridis *LGAADDPAYPGQEGRVGGREPDERAPAVAVSSLSHRFPWEPKNQQELPAMKTIVKCLLGLLALGVIITAIVVPVVLLTRDDSDIRRKFSLEDYLTDEFQYKSYNLRWMSGHEYVYTNQNNVFLYNIDDGRESIILSNDTLDSFNSSQAILSPDRKFALLQYNYEKVWRHSYTASYHIYDLNRTKITENPLPTNIQYISWSPVGHKLAYVYRNNVYVKTTPNASPVQITENGAENKILNGLADWVYEEEMFGTHSALWWSPNGSFLAFAEINDTEVPVMEYSFYSEDTLQYPKTIKVPYPKAGARNPTIRLFVLDILSLSSKNISEIVAPSSIISGDHYLSAVTWVTDERICLQWLRRIQNFSVLTICDYSGTWHCPKEREHLEESKTGWVGRFQPSEPYFTSDKISYYRIISDSEGYKHIHYTDSAGKVKPITSGKWEVISIAAVTNNSLYFISNEFEGRPGGRHLYKVDLKNDLKKICITCNSKEEACQYFSVSFSTDSRYYKLNCYGPDLPYFTLQNSITDKAIKTLEDNDNLKNVLKEIQMPCKRLRNITLHGQTYWYQMILPPNFDESKKYPLLIDVYAGPCSQKADAAFRINWSTYLASSEGIIVASFDGRGSGFQGDKILHAIYRRLGTYEVEDQISAAKLFSEMSFVDKDRIAIWGWSYGGYVTSMVLGAGSGVFKCGIAVAPVSRWQYYDSIYTERYMGLPEKNDNLNFYENSTVMARAENFRTVDYLLIHGTADDNVHFQQAAQISKALVDAEVDFQAMWYTDKDHGIGGHAHSHIYQHMSHFMKQCFKLP*Frame 3 Reverse
comp1656_c0_seq1 AB985264 APA 30 0.0% 3,710 1,237 1-5 None None 955 955 9 89 9.3% AB848148.1 Protobothrops flavoviridis *WEMQGMDIEDKSSKMHCMKGKHVAIICGVVIAVGLILGLGLGLGLKPEACNPPEDNGQVSTKPPTSSTLDVTNPSGSSAFCSAKNDENGAWTNFRLPNYVHPVHYDLDLTPEMEAEVYTGMVNISIRLEEQTTRHLWLHLRETKITEMPQLRTSSGQVIEIKRCFGYEPQEYVVIEAEEDLRPGNYSLSMKFKGYLNGSLVGFYSTTYGENGKTKYIAATDHEPTDARKSFPCFDEPNKKATYTISITHEHDYEAISNMPVEKTSSLDNKWTKTIFKKSVPMSTYLVAWAVHQFKYEERISSRGIPLRVYAQPQQINTAIYAANVTKVVFDYFENYFNMNYSLPKLDKIAIPDFGTGAMENWGLITYRETNLLYDSRESAASNKQRVAAVVAHELVHQWFGNIVTMDWWDDLWLNEGFASFFEFMGVNATEEKWQMLDQILIDDLLPVLKDDSLVSSHPITVNVSSPDEITSVFDGISYSKGASILRMLEDWISPDHFRAGCQKYLKDHYFNNAKTNDFWQAMEEVSGKPVRDMMDTWTRQMGYPVLKVALNSTVTQQRFLLDPKADPSKPSSQFSYKWNIPVKWKEGNTSSITFYNKSDLAGITITRPSGLPPDSFLKVNKDHVGFYRVNYEPQVWRTLADIMMKDHQNFNLADRAGFIDDAFALARAGLLKYADALNLTRYLQNETEYIPWQRAVVAVSYIGQMVEDDKALYPKFQRYFGSLVKPIASELKWENDEDHIKSLLRTTVLEFACNMDDPEALGNASLLFKNWTSGISLDVNLRLLVYRFGMQNSGDEQAWNYMFEKYRTATLAQEKEKLLYGLASVKNITLLNRFLNCIKNTTLIRSQDVFTVLRYISFNSYGKTMAWDWVRLNWEYLVKRYTLNDRNLGRLISRISGTFNTELQLWQMENFFERYPDAGAGEASRKQALETTKSNIEWLKQYRDDVATWLENSEQPNFV*Frame 2
comp552_c0_seq1 AB985265 Phospholipase A2 14 0.0% 1,258 419 Missing Missing None 81 81 1 7 8.6% Q2PG81.2 Protobothrops elegans DRCCFVHRCCYKKVTGCDPKKDRYSYSWENKAIVCGEKNPCLKQVCECDKAVAICLRENLGTYNKNHRVTVKFLCKAPESCFrame 3
comp87_c0_seq1 AB985266 C-Type Lectin B 15 0.0% 464 155 Missing 1-23 None 150 127 25 105 82.7% AB848139.1 Protobothrops flavoviridis MGRFIFVRFSLLVVAVSLSGTGAGFCCPLGWSSYDQHCYRVFSDLKTWDDAESFCYTQHRGSRLASIQSSEEEAFVGKLASQTLQYTSMWIGLKNPWKECKWEWSDDARLDYKAWTRRPYCTVMVVKPDRIYWFNRGCEKTVSFVCKFQA*Frame 2
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