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Table S10. Primers used to amplify target-gene fragments flanked by attL1 and attL2 sequences (underlined) for each gene, with expected amplicon size in base

pairs (bp) and annealing temperature adopted.

ID Size Annealing
] Sequence
Contig (bp) temperature
77 GGGGCCAACTTTGTACAAAAAAGCAGGCTGGCAAGTGCTTTTTGAGACC 439 50°C
GGGGCCAACTTTGTACAAGAAAGCTGGGTAATTGTTGAAGGTGGCCAAG
502 GGGGCCAACTTTGTACAAAAAAGCAGGCTAGTTCGCGCTTTTGTATGCT 474 -
GGGGCCAACTTTGTACAAGAAAGCTGGGTGTTGGCCAGTTCCATCAGTT
1360 GGGGCCAACTTTGTACAAAAAAGCAGGCTGACCCTGTCTCGTGCTAACG 198 60°C
GGGGCCAACTTTGTACAAGAAAGCTGGGTATCACCGCAAATGAAACACA
2132 GGGGCCAACTTTGTACAAAAAAGCAGGCTTCTCATTGGTGGTGGTCTCA 500 50°C
GGGGCCAACTTTGTACAAGAAAGCTGGGTCTTCGAAGCAGCTGGAGTG
2308 GGGGCCAACTTTGTACAAAAAAGCAGGCTGTTCGTCTTCGTATTTCTTGG 253 50°C
GGGGCCAACTTTGTACAAGAAAGCTGGGTAACAACAAGCGCCTGCTGGG
235 GGGGCCAACTTTGTACAAAAAAGCAGGCTGATCGGTTTTGCGTCGTATC 415 45°C
GGGGCCAACTTTGTACAAGAAAGCTGGGTTTACCTCCATCAGGGGTCAG
—_— GGGGCCAACTTTGTACAAAAAAGCAGGCTTTGCTTCTCGTTTCCTTCGT 465 45°C
GGGGCCAACTTTGTACAAGAAAGCTGGGTACGTTACCCTCGCATTCAAC
2779 GGGGCCAACTTTGTACAAAAAAGCAGGCTGTTCATCGGGTCGATTGATT 167 na
GGGGCCAACTTTGTACAAGAAAGCTGGGTGCATCGCAGCACTACTTTGA
4303 GGGGCCAACTTTGTACAAGAAAGCTGGGTCCACACCGATTCACACAATG 366 50°C
GGGGCCAACTTTGTACAAAAAAGCAGGCTTCAACTCCCCCATCAACCTA
1623 GGGGCCAACTTTGTACAAAAAAGCAGGCTGCCCTCCACTACCACAGCTA 416 50°C

GGGGCCAACTTTGTACAAGAAAGCTGGGTCAGCGCGATCTAGCAAAGTA




GGGGCCAACTTTGTACAAAAAAGCAGGCTAATTCAGACGGGTCCACTTG
9589  GGGGCCAACTTTGTACAAGAAAGCTGGGTACACGGTGATCTGTCACCAA 468 55°C




