1

Table S5. Primer sequences of 23 genes differentially expressed between the developmental stages with expected product size, and three gene references used in

RT-gPCR to validate differences in read counts among libraries. Annotation is derived from Blast2Go or manual.

Contig Foward Reverse Size Annotation

2406 GACCAAGGACGGCAAGTTCA GTAGTTCCAGGCGGTTTGCT 139 sericotropin precursor

6681 TTCTGCCTATGCGGGAGGAG GACGACGAGTGCCGATCTTG 119 fibroin heavy chain [Ephestia

kuehniella]

10806 GAATCCAACTGCGGAAAG TTGTCACCTCCGTTGTTT 161 insect intestinal mucin precursor

11301 TGAGAGTGAGAGCGACAGTA GCCACAAACGGAGAACTTTC 189 glutathione s-transferase epsilon 2

12524 CGTACTCGTATCTCATCATATCAC CGTTCACTAGTTGCGACTC 114  ABC transporter F family member 4-like
[Bombyx mori]

12828 TCTCCATCATCTTGAACTGT AGAAGGAATGCCAGGAAT 174 muscular protein 20

13135 GCATAGGTCTGCATCGCTGATAA CGAACGTGCTCGGTCCAA 119  JH-inducible protein [Danaus plexippus]

16411 GCTGTGGGAGCATGTGGTT GTCAACCTGGCTTTCTCTTTGG 171 uncharacterized protein LOC101735588
[Bombyx mori]

16428 GTTGAAGACGGTGTTGGGGG GAAGGCACCGAATGGCAAGA 147 Predicted: mucin-2-like Bombyx mori

17745 TCGGAGCGCATCTTGGAAAC CACCAAAGATAGGGCCAGCG 180 lipase-1

20172 TGGCAAGGGAATGAATGGAG TTGGCTCTGGCTGTTTGGTT 133 fibroin light chain [Corcyra

cephalonica]

21584 GCACGCATTTGTTCGCTCTG GAGATGCGAGTCCCTTTGCC 137 Predicted: chymotrypsin inhibitor-like
[Apis mellifera]

23824 ACGGTGCTGGCAAGGTGT CCACTGCTTGAGGGTCTTCC 185 estradiol 17-beta-dehydrogenase

isoforma a
26572 GCCATAATTCAAAGTGGACCGAT  GGTCGCTGTTTCTACAACTTGAA 174 carboxylesterase ael7 [Bombyx mori]
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