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AAATAAAAATCCCGCCACCACGGCGCGATGGTAAAAGGGGGACGCTTCTAAACGGGCCGG

GCGGCGACCATGGCGTCCAACGCCGCGGCTGCGGCGGCGGTGTCCCTGGACCAGGCCGTG
—————— GCAATGGCGATGGCTGCCGCGGCGACCGTGGCCGCGTCCGCGTCCTCCAGCGCG

GCGGCGTCGGCGGCGTTCTCGTCGCGGAAGCAGCTGCGGCTGCCCGCCGCGGLCGLCGLGGG
GTGTCGCTCGACCGCGCCGCCCCGGCCCACCCGCGCCGGCTGCGGATGCCGGLGGLLCGC

GGGATGCGGGTGCGGGTGCGGGCGCGGGGGCGGCGGGAGGCGGTGGTGGTGGCGTCCGCG
GCGGCCCAC---CGCGGGGCGGTGCGGCTGTGGGGGCCCCGCGGCGCGGCGGLCGLCGLGLG

TCGTCGTCGTCGGTGGCAGCGCCGGCGGCGAAGGCGGAGGAGATCGTGCTCCAGCCCATC
ACGTCCGTGGCGGCCCCCGCGGCGCCCGCGGGCGCCGAGGAGGTCGTGCTGCAGCCCATC

AGGGAGATCTCCGGGGCGGTTCAGCTGCCAGGGTCCAAGTCGCTCTCCAACAGGATCCTC
CGCGAGATCTCCGGCGCCGTGCAGCTGCCCGGCTCCAAGTCGCTCTCCAACCGGATCCTC

CTCCTCTCCGCCCTCTCCGAGGTGAGACGCGGATCCCTTCCTCTTGCGTGAATTCCATTT
CTCCTCTCCGCCCTCTCCGAGGTGA-——————— CTCCCCCCTCCTCCCGCTCTTCCTTTG
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CTGGAGATGAGATTTTAGGGGGTTTATTAGGTGAGGTGGCTGTGTTTGTGAAATCCTAGG
GGTGATGCGAATTGGGTGCAGAGATGGGATTCTAGGGGGTTTAGCTGACGCACCCTGTCA

AATTATCTCTCAAGTCAATCTAACGATGAGATATAACTGAGGTTCTGGTTTTAATCACAC
TGCTAGCT-———————— AGGTGCTCGCGAGATCATGGGGATTTTAACTCCCCGACCATAG

ACTCATATAACCAATTTATTGAAACATTTTGGTTTGGCATAAGAAACTGCTTACGAAGGT
GTTAACGAGGGCAGGTTGTT------- TGGTAGCCAATTCATGCGTTTGCTTACCAGATC

ATGATATCCTCCTACATGTCAGGCTACTAAATTTTCACGACGGTATGATCCACTCAAAAC
ATTGTATTGTGTAGCTTGTATTTGGATCAAGATATCGATGCATCAGAATGACCAGGAGAC

AAGTTTCTTAACGAGTCTGGTGAGGTCTGTTATGAAATTTGTGTAAACTAAGGCAACTTT
CCTCCTCTAATTTAGGCTACCAAATTGTTCTGATGGCTCCTTTATGAAAAGTAGCATGTT

GGAGGTTTCGCACTGTACCAATGTTATGTTTGAACATTTTGCAAGCAGTGCTTTCTCCCA
GTAATGCTGTTATGAACTCTTATTCATGTATCTGCATTTAAAATGGTGCAACCTAAGGTC

AAATTATGCAATTTTGAGGCTCCTCTACATCATTATAATTCCCCAATACATTGCTCTTTA
TATTCAC---ATTTTGTGAGACGGTGTGACCAC--AAAAGCCG----ATACTATTTTACA
—-———-CAC---ATTCTGTGAGACGACGTCATCATGAAAAAGGCG----ATATTATTTTTGA
—-———CAC---ATTTTGTGAGACGGCGTGGCCACTAAAAGACAG----ATATTATTTTAGA

TTCTTAATAGCTTTGATCGCGAAATTTAACATTTTAATTCTTGAGCTGTTATTTTGTAGC
CGAGAAATC-GTTGAATTGCTATTCGTGGCATTAGTTTTCATGAGCTATATAGGTACTAA
TGAGAAATC-CTTGAATTGCTATTTGTAGCATTTGTTTTCATGAGCTATATAGGTACTAA
TGAGAAATC—CTTGAATTGCTATTCG—ACEATT ———————————————————————————

Intl_F2-A/B

ATCAGTTTATCATGAGCCATGTTTGGTACTAAATATACAATCCCTTGGGTTTATTTGTTT
ATC----TAGGATCCTCCAGGCTTTATAT-GTTTCCACTGATCAGAAAGCAATATTGCAG
ATCAAGGTAGGATCCTTAAGGCTTTATATCGTTTCCACTGATCAGAAAACTATAGAGCAG
————— GGTAGGATCCTCCACGCTTTATATGGTTTCCACTGATCAGAAAACAATATTGCAG

Intl_F2-D

|

CCAAGCATGTCAT-TAACTTATCTTAATGTGGACAAGAAACTGATGCCTGCTTACATTGC
CATGTCCTGTTCTCTTACTTATTTATAGTAAGATGAGAAATTGGAGCTGGTTTACTTCAC
CATGTCCTGTTATCTTATTTATTTATAGTAAGATGAGAAATTGGAGCTGGTTTACTTCAT
CATGTCCTGTTCTCTTGCTTATTTATAGTAAGATGAGAAATTGGAGCTGGTTTACTTCAC

TATTATTTCAAGCGGGTATTGATCCTTTGACATGTGATTGATCATTTTTTTTTCTCTGGT

TGTCATCTCCAGC-———--— TGATCCGTAG-————————==———————— CTTGTTTCTGGT
TGTCATCTCTAGC-———-—— TGATCCGTAG-—————————==—=——————— CTTGTCTCTGCT
TGTCATATCTAGC-———--— TGATCTGTAG-——-—-——————————————— CTTGTTTCTGCT
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TATTAGGGCACAACAGTGGTGGACAACTTGCTGAACAGTGAGGATGTTCACTACATGCTT
CATTAGGGAACAACGGTGGTGGATAACCTGTTGAACAGTGAGGATGTCCACTACATGCTT
CATTAGGGAACAACGGTGGTGGATAACCTGTTGAACAGCGAGGATGTCCACTACATGCTC
CATTAGGGAACAACGGTGGTGGATAACCTGTTGAACAGCGAGGATGTCCACTACATGCTC

KAk Akkhkhkk Kkhkhkkhkk KhkhAkkhkkhkhk *khkk K*k Khhkkhkhkhkkhk K*hkkhAkhkhAkkhkk KAk khkhkhkkhkkkkk

F2.F3

GAGGCCCTGAAAGCCCTCGGGCTCTCTGTGGAAGCAGATAAAGTTGCAAAAAGAGCTGTA
GAGGCCCTGGAAGCCCTTGGACTCTCCGTGGAAGCAGATAAAGTTGCAAAAAGAGCTGTG
GAGGCCCTGGAAGCCCTCGGACTCTCCGTGGAAGCAGATAAAGTTGCAAAAAGAGCTGTG
GAGGCCCTGGAAGCCCTTGGACTCTCCGTGGAAGCAGATAAAGTTGCAAAAAGAGCTGTG

khkkkhkrkhkkhkrkhk khkhkhkkhkixk *k hhkhkkkhk hhkrAhkkhkrhkkhkrhkhkhkhhkhkkhkrhkkrhkkhkrhkkhkhkxkkxk

GTCGTTGGCTGTGGTGGCAAGTTTCCTGTTGAGAAGGATGCGAAAGAGGAAGTGCAACTC
GTTGTTGGCTGTGGCGGCAGGTTCCCAGTCGAAAAGGACGCCAAAGAGGAAGTAAAGCTC
GTTGTTGGCTGTGGCGGCAGGTTCCCGGTCGAAAAGGACGCCAAAGAGGAAGTAAAGCTC
GTTGTTGGCTGTGGCGGCAGGTTCCCGGTCGAAAAGGACGCCAAAGAGGAAGTAAAGCTC

Ak kAhkkkAkhkkhkkhkhkk Kk Khhkkk Akk kk kk kk Kkhkkkhkk kk kAkkkAkkkKAkhkk*K * kk Kk

TTCTTGGGGAACGCTGGAACTGCAATGCGACCATTGACAGCAGCCGTGACTGCTGCTGGT
TTCTTGGGTAATGCTGGAACTGCAATGCGGCCACTGACGGCAGCTGTAGTAGCTGCTGGT
TTCTTGGGTAATGCTGGAACTGCAATGCGTCCATTGACGGCAGCTGTAGTAGCTGCTGGT
TTCTTGGGTAATGCTGGAACTGCAATGCGGCCATTGACGGCAGCTGTAGTTGCTGCTGGT

AKhkkkhkkhkhkkk K Kk KhkAkAkhkA kA hkkhkhAkkhkhkhkk khkkk *kk kK k) *kkhkkkkk* *% *kkKk kK Kk Kk kK

GGAAATGCAACGTATGTTTTTTTTTTTAATGTTTATGAAAATATGTATGGAATTCATGGG
GGAAATGCAACGTATGTTTTCTTTATCCTAGTGGAAATAAGTATGAGATCCATGGGTATG
GGAAATGCAACGTATGTTTTCTTTATCCTAGTTGAAATAAGTATGAGATCCATGGGTATG
GGAAATGCAACGTATGTTTTCTTTATCCTAGT-GAAATAAGTATGAGATCCATGGGTATG

*kkkk Kk Kk kK kKK

GTATGTTTTATGACCTTTTTCTTTAC-—————————— CATCAGTTATGTGCTTGATGGAG
TTTGGAGACTGATCGTTTCTTTTATT--AAAAAAAAACTTCAGTTATGTGCTTGATGGCG
TTTGGAGACTGATCGTGTCTTTTATT-AAAAAAAAAACTTCAGTTATGTGCTTGATGGAG
TTTGGAGACTGATCATGTCTTTTATTTAAAAAAAAAACTTCAGTTATGTGCTTGATGGAG

kkAhkkKkkhkkkhkhkkkhkhkkk*x X
TGCCACGAATGAGGGAGAGACCGATTGGTGACTTGGTTGTCGGGTTGAAACAACTTGGTG
TACCAAGAATGAGGGAGCGACCTATTGGTGACTTAGTTGTAGGTTTGCAACAACTCGGCG
TACCAAGAATGAGGGAGCGACCTATTGGTGACTTAGTTGTAGGTTTGCAACAACTCGGCG
TACCAAGAATGAGGGAGCGACCTATTGGTGACTTGGTTGTCGGTTTGCAACAACTCGGCG

Kk kkk KAk AkhkAkAkhAkAAhkhk kAhkkhk KkhkAhkhkhkkhkhkAkhkkhkkh KAhkhkkhkk kk kkk Kkkkkhkkkk kKx K

CGGATGTCGACTGTTTCCTTGGCACTGAATGCCCACCTGTTCGTGTCAAGGGAATTGGAG
CAGATGTCGATTGTTTCCTTGGCACAAACTGCCCACCTGTCCGTATCAACGGCAAAGGAG
CAGATGCTGATTGTTTCCTTGGCACTAACTGCCCACCTGTTCGTATCAATGGCAAAGGAG
CAGATGCTGATTGTTTCCTTGGCACTAACTGCCCACCTGTCCGTATCAATGGCAAAGGAG

* kK kX Ak KAk kAkhkAkhkAk AKXk kK k kkkkkkkAkhkkhkk KAkk kkhkkkKk kK X * Kk Kk Kk

GACTTCCTGGTGGCAAGGTTAGTTACTCCTAAACTGCATCCTTTGTACTTCTGTATGCAC
GTCTACCTGGTGGCAAGGTTAGCTACTCATCAACTTGCATGTTATCTACTTT-GTGCACA
GGCTACCTGGTGGCAAGGTTAGCTACTTGTGAACTTGCATGTTATGTACTTTTGTGCACA
GGCTACCTGGTGGCAAGGTTAGCTACTCGTGAAATTGCATGTTATGTACTTTTGAGCACA

* kk kkkhkkkkhkAhkkk kK Kk Kk kK

CTCAATTCTTTGTCAACCTTCTGCATTTATAAGGAACATTCTATGATGCAATTCGACCTT

ACACTGCACAGTAACTTGAAATGTTTCATGCTTAATCAATATGCCATATTCCTGCCAAGC
———————— TTTTGTTCTCTGTCAGAGAAGT----TATTATTATGGCTAGTACGATGTAAT
———————— TTCAGTTCTCTGTCAAAGAAAAATAATATTATTATGGGTAGTACGATGCAAC
———————— TTCAGTTCTCTGTCAAAGAAAACAAATATTAT-ATTGGTAGTACGAT-CAAT
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TCAAGCGAGCAATATTTGTTTGAATTTGGTACCATATTTTTGTATATTTGGGCATTCCTT
GCAACCTTAGACCGCGCACTAAATTTTAAGAACCAATCAACATTTAATAATTTCAATATG
GCGACCTTACACCGTGCACTAAAGTTTAAGAACCAATAAACATTGAATAAATTCAATACT
GCGACCTTACACAATGCACTAAAGTTGAAGAACCAATAAACATTGAATAATTTCAATACT

»

Int3_F1-AB, -A/B, -D

TTTGGTCTTGATGTCTTCTTTTGAATTAGCATTTAACTGAATTACACTCAACAGGTTAAG
TGAGTATTGCATGATCTATGATAGCTTGGTGCTAAAGATTGAATGATTTCACAGGTTAAG
TGAGTATTGCGTGATCAATCATAGATTGGCGCTTAACATTGAATAATTTCACAGGTTAAG
TGAGTATTGCATGATCAATCATAGATTGACACTTAATATTGAATAATTTCACAGGTTAAG

* * Kk k ok ok ok ok ok ok k

CTCTCTGGTTCCATCAGCAGTCAGTACTTGAGTGCCTTGCTGATGGCTGCTCCTTTGGCC
CTCTCTGGTTCCATTAGCAGTCAATACCTGAGTTCCTTGCTGATGGCTGCTCCTTTGGCT
CTCTCTGGTTCCATTAGCAGTCAATACCTGAGTTCCTTGCTGATGGCTGCTCCTTTGGCT
CTCTCTGGTTCCATTAGCAGTCAATACCTGAGTTCCTTGCTGATGGCTGCTCCTTTGGCT

KAk AkAAkKAA kKA hhAk A, *hkkhhkhkkddk *kh* *hkhk* Ak *hAhkhAkhrAhkAhkhhkhkkhkrxkkhAkhkkhkhkhkkxxkkx%x

CTTGGGGATGTGGAGATCGAAATCATTGACAAACTAATCTCCATTCCTTACGTTGAAATG
CTTGAGGATGTCGAGATTGAAATCATTGATAAACTGATCTCCGTTCCTTATGTTGAAATG
CTTGAGGATGTCGAGATTGAAATCATTGATAAACTGATCTCCGTTCCTTACGTTGAAATG
CTTGAAGATGTCGAGATTGAAATCATTGATAAACTGATCTCCGTTCCTTACGTTGAAATG

* Kk Kk Kk khkkhkhkk KAhAkhkkhkk KAhAkAkAkhkArAhAkhkhk KAk kk K*hAkk Ak, KAk kkhkkk kkhkkAkkhkkhkkkhk*k

ACATTGAGATTGATGGAGCGTTTTGGTGTGAAGGCAGAGCATTCTGATAGTTGGGACAGA
ACATTGAAATTGATGGAGCATTTTGGTGTGACTGCGGAGCATTCTGATAGTTGGGACAGA
ACATTGAAATTGATGGAGCGTTTTGGCGTGACTGCGGAGCATTCTGATAGTTGGGACAGA
ACATTGAAATTGATGGAGCGTTTTGGCGTGACTGCGGCGCATTCTGATAGTTGGGACAGA

Akhkkhkkhkkhk kAhkkkhkkAkhkkkhkhkk Kk K[rxkhkkhkkk Kkkkk%k Kk kK kA kAkAkAkAAkhAkAAkAA A A Ak KA A KKKk K

TTCTATATTAAGGGAGGGCAGAAGTACAAGTAAGCTTCTACCT-—————————————————
TTCTACATTAAGGGAGGACAAAAATACAAGTAAGTTCTACATTTTCCTACTTCTTCTAAT
TTCTACATTAAGGGAGGACAAAAGTACAAGTAAGTTCTACATT-————————————————
TTCTACATCAAGGGAGGACAAAAATACAAGTAAGTTCTACATT-————————————————

kkkkk Kk Kkkhkkkhkkkhkkikk *k kk KkAhkkk*k

AAACTTTTAATTGTTTCATTTCTTCTAATAGTGGAGTACTAATGAAAGATATCAGTTTTC
———————————— GCTTTACTTCTTCTGATAGTGGAGTACAAAAGCATGATTCTAGTTTTC
———————————— GCTTTACTTCTTCTGATAGTGGAGTACAAAAGCATGATTCTAATTTTC

AGTTTGCC-AAATATTTACAGACGCAACCCCATT-GAATTATGGGTAAACTAGGAAATAA
AGTCTACCCAAATATTTATAGACGCACCCCCATTTGAATTATTGATAAACTAGGAAATAA
TGTCTACCCACATATTTATAGACGCACCCCCATTTGAATTATTGATAAACTAGGAAATAA

ATGTTTTACTAAAACTATTGACTGCTCAGTAGCTATGAAGGTGCACTGTACTATGAAACC
ATATTGTACAAAATCTGTCGACTGCTCAGTAGCTTTCAAGGCGCACTGTACTAGGAAACC
ATATTGTACAAAATCTGTCGACTGCTCAGTAGCTCTGAAGGCGCACTGTGCTAGGAAACC

AGTGCCTACTGCCTAGGCAATCGGCCCCACTGCTTACAATGAATTGTACAGTTACGTTTT
AGTGCCTACTGCCTAGGCAATCGACCCTGCTACCTACAATGCATTGCACAGTTCTGTTTT
AGTGTCTACTGCCTAGGCAATCAACCCTTCTACCTACAATGCATTGCACAGTTCTGTTTT

CTGGTACATGGACTTGATCACACCAGAAGTATAATCCATCTTAAAAATGGAATGAAAATA
CTGG-ACATAGACTTGATCACACCAGAAGTATCATCCATCTTAAAATTGGACTGAAAATA
CTGG-ACATATACTTGATCACACCAGAGGTATCATCCATCTTAAAATTGGACTGAAAATA
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———————————————————————————————— GCCTTACTGAGCTGAATTATTCGGGTGT
GAGAATAT----———-—-— TTTGCGATGAGCATCTATGCAGATGATTCTTGATTTTGCTTC
GAGGATATCGGCAGTTGTTTGGCAATGAGCATCTATGCAGATGATACTTGATTTTGCTTC
GAGAACATCGGCAGTTGTTTGGCAATGAGCATCTATGCAGATGATTCTTGATTTTGCTTC

TTATGAT AR~ — = == == = = = o o
TTTTGGCCCTTTCT-AAGTTATGCCCTTGCTGCTATATGTC———————————~ ACATCTA
TTTTGACCCTTTTT-ATCTTAGGCCCTTGCTGCCATATGGCCCATCAGGATACACATCCA
TTTTGGCCCTTTTTTATCTTATGCCCTTGCTGCCATATGGCCCATCAGGATACACATCCA

CGCTTTTACTGAACATACTCCTCTTATGTACTCGGAAACTGTTAGTCCAAACTTCATAAA
TGCTTTTACTGAACATACTC---TTATGTACTCGGAAACTGTTAGTTCAAACTTCATAAA
TGCTTTTACTGAACATACTC---TTATGTACTCGGAAACTGTTAGTTTAAACTTCATAAA

——————————— CTCCCTAAACTAACCCTTTTTCTTTTCTTTGGCATTGACAGATCTCCTG
AGTTGCAGTAACCATTTCCTAAACGAGCCATCCATTATTCTGGAATCGACAGGTCCCCTG
AGTTGCAGTAACCATTTCCTAAACGAGCCATCCGTT-CTCTGGAATCGACAGGTCCCCTG
AGTTGCAGTAACCATTTCCTAAACGAGCCATCTGTT-CTCTGGAATCGACAGGTCCCCTG

* Kk kK kK

GAAATGCCTATGTTGAAGGTGATGCCTCAAGCGCGAGCTATTTCTTGGCTGGTGCTGCAA
GAAATGCCTATGTCGAAGGTGATGCCTCAAGTGCGAGCTATTTCTTGGCTGGTGCTGCCA
GAAATGCCTATGTCGAAGGTGATGCCTCAAGTGCGAGCTATTTCCTGGCTGGTGCTGCCA
GAAATGCCTATGTTGAAGGTGATGCCTCAAGTGCGAGCTATTTCCTGGCTGGTGCTGCCA

KAIkAAAKAAKAhA, KAAKRAXAAAAAIAKRA R AR A A KA kAKX hAAhAkhAhhk, Kkhhkkhkhkk khkkhhhrkx*x *

TCACTGGAGGCACTGTGACAGTTCAAGGTTGTGGTACGACCAGTTTGCAGGTATAACTGT
TCACCGGAGGGACTGTGACTGTCGAAGGTTGCGGCACCACTAGTTTGCAGGTAAAATTGT
TCACTGGAGGGACTGTGACTGTCGAAGGTTGCGGCACCACCAGTTTGCAGGTAAAATTCT
TCACCGGAGGGACTGTGACTGTCGAAGGTTGCGGCACCACCAGTTTGCAGGTAAAATTCT

kkhkkk khkkhkkk KAk kkhAkkkk kK kkhkkhkkhkkhkk kk kk kk KhkkAkkkkhkkk*k

AGTGCCTGTTTTGACATTCTACCGTTTAGTCAAGTTTAGTCAGTAGTCACATATTCAGAA
ACTATCCATTTTCACCCTTTTGGTTGAGCATAC-———-———————————————————————
ACTATCCATTTTTACC-TTTTGGTTGAGCATACTTGACATATTACATTATTGAATGTATA
ACTATCCATTTTTACCGTTTTGGTTGAGCATACTTGACATATTACATTGTTGAATGTATA

TATAGCACAATCTGTATTATGCCACTGTTAATCAAATACGCTTGACCTAGAGAGTGCTAT

ATACCCTAGCTTAATCTTCAAACTAAACAGTTCTCTTGTGGCTTGCTGTGCTGTTATGTT
—————————————————————————————————————————————————— TGCTGTCATT
ATTCGTAGCTGAATCTCTCAAACTGCTGTATTCTGTAAGTGGCTTCCATGTGCTGTCATT
ATTCGTAGCTGAATCTGTCAAACTGCTGTATTCTGTAAGTGGCTTCCATGTGCTGTCATT

CCCTGACCTACATGTTAATATTACAGGGTGATGTCAAATTTGCTGAGGTACTTGAGATGA
CTCCCTTACTAAGGTTAATCTTGCAGGGTGATGTGAAATTTGCTGAGGTACTTGAAATGA
CTCCCTGACGATGTGTAATATTGCAGGGTGATGTGAAATTCGCTGAGGTACTTGAAATGA
CTCCCTGACGATGTGTCACATTGCAGGGTGATGTGAAATTTGCTGAGGTACTTGAGATGA

khkkhkkkhkkhkkkh K hkhkkhk Khhkkhkhkkkhkrkkhkkhkkkhkhkkk K*Kxk*k

TGGGAGCAAAGGTTACATGGACTGACACCAGTGTAACCGTAACTGGTCCACCACGTGAGC
TGGGAGCAAAGGTCACATGGACTGACACTAGTGTAACTGTTACTGGCCCACCGCGTCAGC
TGGGAGCTAAGGTTACATGGACTGACACTAGTGTAACTGTTACTGGCCCACCGCGTCAGC
TGGGAGCGAAGGTTACATGGACTGACACTAGTGTAACTGTTACTGGCCCACCGCGTCAGC

khkhkhkrkhk hhkhkkhkk hrxkhkhkrkhhkrkhkhkhkkhdrkd *hkhkrkhkhkrxk *k *khkxkk *hkrxkx K*xk *xk*k

Ex6_B-F
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CTTATGGGAAGAAACACCTGAAAGCTGTTGATGTCAACATGAACAAAATGCCTGATGTTG
CATTTGGAAGGAAACACCTAAAAGCTGTTGATGTCAACATGAACAAAATGCCAGATGTCG
CCTTTGGAAGGAAACACTTAAAGGCTGTCGATGTCAACATGAACAAAATGCCTGATGTCG
CCTTTGGAAGGAAACACCTAAAAGCTGTTGATGTCAACATGAACAAAATGCCTGATGTCG

* ok Ak k kK khkkhkAkkhkhk kK khk Ak AkhkAk KAAKRAAARAXAAAAAIAAA A A KA A KA A Ak KkkKk K

CCATGACCCTTGCCGTTGTTGCACTCTTCGCTGATGGTCCAACTGCTATCAGAGATGGTA
CGATGACTCTAGCCGTTGTTGCCCTGTTTGCCGATGGTCCAACCGCTATCAGAGATGGTA
CCATGACTCTTGCCGTTGTTGCCCTCTTTGCCGATGGTCCAACTGCTATCAGAGATGGTA
CAATGACTCTTGCCGTTGTTGCCCTCTTTGCTGATGGTCCAACTGCTATCAGAGATGGTA

Kk khkkhkkk kk AAkkAAkhkAhAkAkRkhk kk kk kk KAk AAkAkAkAAAkhk KAhkkhkAkAk kA Ak Ak kK
<

Ex6_B-R1
AACATTAAGGCCTATTATACCTGTTCTATCATACTAGCAATTACTGCTTAGCATTGTGAC
TACGTTCTATGGCCTCCCATACCTATCATGT--=-=-—=-—- GCGTAGCGATTACTCTGTTAG

AACTTTCTATGGCCTTCCATACCAAGCAATCTAGCACGTGCGTCGCGGTTACTCGGT-AG
AACTTTTTATGGCCTCCCATACCTATCATGTGCGTA---GCGTAGCGATTACTCTGTTAG

AAAACAAATAACCAAACTTTCTTCAAAATAACTTAGAAATATAAGAAGGGTTCGTTTTGT
CATGAGGGAGAGGACAAAGGACTTGAAATCACCCTGTTATGTGTTGCTGTTGATTTTGTT
CATCAGGGAGGGGATAAAGGACTCGAAATCACCCTGTTATGT-——————==——=———————
CATCAGGGAGGGGACAAAGGACTTGAAAGCACCCTGTTATGTGTTGCTGTTGATTT-GTT

GTGGTAAACAGTACTACTGTAGTTTCAGCTATGAAGTTTGCTGCTGGCAATTTTCTGAAC

GGTTTCAGCTAAATTGCATGTTTGTTCATCATACTTATCCATTGTCTTCCACAGTGGCTT
——————————————————————————————————————————— CTCTTCTGCAGTTGCCT
——————————————————————————————————————————— CTCTTCTGCAGTTGCCT

——————————————————————————————————————————— CTCTGCTGCAGTTGCCT
* kk K

CCTGGAGAGTAAAGGAAACCGAAAGGATGGTTGCAATTCGGACCGAGCTAACAAAGGTAA
CCTGGAGAGTGAAGGAAACTGAAAGAATGGTCGCGATCCGGACCGAGCTGACGAAGGTAA
CCTGGAGAGTGAAGGAAACCGAAAGAATGGTTGCGATCCGGACCGAGCTGACGAAGGTAA
CCTGGAGAGTGAAGGAAACCGAAAGAATGGTCGCGATCCGGACCGAGCTGACGAAGGTAA

khkhkkhkrhkhkrkhkk hhkhkkhhkhkx khrxkhkkhkk khhkhkk *k *k *hkkhkrkkkkhkkrkk kk Kkkx

ATTCATTAGGTCCCGTGTCCTTTCATTCTTCAAGTAGTTTGTTCATAAGTTGAATTCTCC
TAATACACA-TGTCTCTTGTTCTTATATCTCAGCCTCCTGTTGCACCCCATG-———————
TAATACACAATGTCTCCTGTTCTTATATCTCAGCTTCCTG-———————————————————
TAAAACACAATGTCTCCTGTTCTTATACCCCAGCCTCCTGTTGCACCCCTCGGCACTTC-

TTCAATGATGTTTAAATTCATCATCTTCTTTTTTGGTGTTGTGCCAGCTGGGAGCATCGG
_______________ TGCTTACCTCTCCTGTGTCCTGTGCCCTATAGCTGGGAGCAACGG
_______________ ATCTAACCTGTCCTGTGCCCTGTGCCCTATAGCTGGGAGCAACGG
_______________ ATCTGACCTGTCCTTTGCA-TGTGCCCTATAGCTGGGAGCAACGG

*hkrxhkkkxkhkkx Kkkk

TTGAAGAAGGTCCTGACTACTGCATCATCACCCCACCGGAGAAGCTGAACATCACGGCAA
TGGAGGAAGGCCCGGACTACTGCATCATCACGCCGCCGGAGAAGCTGAACATCACGGCGA
TGGAGGAAGGCCCGGACTACTGCATCATCACGCCGCCAGAGAAACTGAACGTCACGGCGA
TGGAGGAAGGCCCGGACTACTGCATCATCACGCCACCGGAGAAGCTGAACGTCACGGCGA

* kk kkkkk kk khxkkkkkhkkkhkkkhkhkhkkhkrk kk kk kkhkkkk kkhkkkkk krkkxkkx Kk

TCGACACCTACGATGATCACAGGATGGCCATGGCCTTCTCCCTCGCTGCCTGCGCCGACG
TCGACACCTACGATGACCACCGGATGGCGATGGCCTTCTCCCTGGCGGCCTGTGCTGAGG
TCGATACCTACGATGACCACCGGATGGCGATGGCCTTCTCCCTGGCGGCCTGCGCCGAGG
TCGACACCTACGACGACCACCGGATGGCGATGGCCTTCTCCCTGGCGGCCTGCGCCGAGG

khkhkhk hhkhkkhkhkkhkk kx khkk khkhkhkkhkhkk rhkkhkhkkhkkhkkkhkrkhkkhkrhkkhk kk khkkkx kx kx Kk

F18-D, F18-AB
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2758
2171
2136
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2818
2231
2196

3058
2870
2290
2253

3118
2930
2332
2312

3178
2966
2349
2343

3238
2983
2366
2360

3298
3043
2426
2420

3358
3094
2466
2479

3418
3139
2511
2523

3478
3199
2571
2583

3538
3259
2631
2643
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Additional file 3. Nucleotide sequence alignment and primer positions. ClustalW was used to
align the genomic DNA sequences of rice EPSPS sequence (OsEPSPS) [GenBank:AF413081]
with TaEPSPS-7A1 [KP411547], TaEPSPS-7D1 [KP411548], and TaEPSPS-4A1 [KP411549] of
T. aestivum ‘Louise’. Asterisks indicate fully conserved nucleotides. Plus one (+1) represents the
translation start codons of TaEPSPS-7A1 and OSEPSPS. Exon sequences are highlighted in

TGCCCGTGACGATCAGGGACCCTGGTTGCACCCGCAAGACCTTCCCCAACTACTTCGACG
TGCCAGTCACCATCAGGGACCCTGGATGCACCCGAAAGACCTTCCCCAACTACTTCGACG
TGCCAGTCACCATCAGGGATCCGGGGTGCACCAGAAAGACCTTCCCCAATTACTTCGACG
TGCCAGTCACCATCAGGGACCCCGGGTGCACCCGCAAGACCTTCCCCAACTACTTCGATG

khkkk kk kk AkhkkAkkhkhkk Ak khk kk khkkhkkhkk k AhkAkAkAkAAkhkAAkAKAkAkAk KAk AkkhkkKx K
P
R16-D, R16-AB

TTCTAAGCACTTTCGTCAGGAACTGAACTGAGCTTTTAAAAGAGTGAGGTCTAGGTTCTG
TGCTAAGCACCTTCGTCAAGAACTAG——————=—===———————————————————————
TGCTAAGCACCTTCGTCAAGAACTAGATTGGAGAATCTACGGCG-—~————=======——
TGCTAAGCACCTTCGTCAAGAACTAG——————=—==————————————————————————

* kkkkkrkkk khkkkkkk kkxokk
P

h R1

yellow. Labeled arrows indicate the positions of important primers.

3598
3319
2691
2703

3658
3345
2735
2729



