Table S2. Annotations of the 63 coding sequences identified between markers CS3BLCR-04 and Xcfb3517 from the 3B pseudomolecule of Chinese Spring#
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#NA indicates that no hits were detected.
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Gene name Start_postionEnd_postion Description Blast-E-value

TRAES3BF136700070CFD_c1 770063730 770071250 AP3-complex subunit beta-a-like 0

TRAES3BF136700080CFD_c1 770071668 770073047 Uncharacterized protein loc101773331 1.02E-64

TRAES3BF266400080CFD_c1 770089491 770097496 ---NA---

TRAES3BF266400070CFD_c1 770101835 770101993 Hypothetical protein (mitochondrion) [vicia faba] 3.70E-10

TRAES3BF266400060CFD_c1 770126935 770127269 ---NA---

TRAES3BF266400050CFD_c1 770135573 770137204 30s ribosomal protein s17 1.38E-68

TRAES3BF266400040CFD_c1 770146358 770147041 Ribosomal protein s19 2.68E-70

TRAES3BF266400030CFD_c1 770214197 770223100 Uncharacterized protein loc101771380 isoform x3 0

TRAES3BF266400020CFD_c1 770238170 770240020 Very-long-chain -3-hydroxyacyl- 1.11E-139

TRAES3BF266400010CFD_c1 770262391 770262558 Mitochondrial atp synthase 6 kda subunit 1.08E-30

TRAES3BF155600010CFD_c1 770307194 770309544 Plant-specific domain tigr01615 family protein 1.55E-177

TRAES3BF032400010CFD_c1 770433891 770434560 Calmodulin-binding heat-shock protein 2.27E-55

TRAES3BF032400020CFD_c1 770462590 770464599 Legumin-like protein 0

TRAES3BF032400030CFD_c1 770469032 770472034 Vacuolar protein sorting protein 25 2.32E-110

TRAES3BF032400040CFD_c1 770483092 770483421 ---NA---

TRAES3BF032400050CFD_c1 770519225 770520339 Premnaspirodiene oxygenase 2.85E-75

TRAES3BF032400060CFD_c1 770579648 770581737 Plant-specific domain tigr01615 family protein 9.81E-166

TRAES3BF024600010CFD_c1 770608606 770610427 Skp1-like protein 4 2.35E-139

TRAES3BF024600020CFD_c1 770610864 770614930 Protein iq-domain 1-like 2.61E-179

TRAES3BF024600030CFD_c1 770629019 770635598 E3 sumo-protein ligase siz1 0

TRAES3BF024600040CFD_c1 770637222 770638457 Serine threonine-protein kinase at3g07070-like 0

TRAES3BF024600050CFD_c1 770641039 770642398 Aspartic proteinase nepenthesin-1 1.49E-09

TRAES3BF024600060CFD_c1 770678707 770680602 Skp1-like protein 4 0

TRAES3BF024600070CFD_c1 770682176 770683708 Salt-inducible zinc finger 1 0

TRAES3BF024600080CFD_c1 770687236 770691375 Dnaj homolog subfamily c member 3 homolog 0

TRAES3BF024600090CFD_c1 770695677 770696660 Gibberellin 2-beta-dioxygenase 8-like 0

TRAES3BF024600100CFD_c1 770698422 770699018 Disease resistance-responsive family protein 3.31E-108

TRAES3BF024600110CFD_c1 770725202 770728289 Cysteine-rich receptor-like protein kinase 39 0

TRAES3BF024600120CFD_c1 770735956 770744542 Cysteine-rich receptor-like protein kinase 39 0

TRAES3BF024600130CFD_c1 770751467 770751920 Cysteine-rich receptor-like protein kinase 26 1.02E-21

TRAES3BF024600140CFD_c1 770774619 770779367 Callose synthase 2 6.29E-174

TRAES3BF024600150CFD_c1 770782716 770796402 Vesicle-associated protein 1-4 0

TRAES3BF024600160CFD_c1 770831137 770837274 Probable LRR receptor-like serine threonine-protein kinase at1g06840-like0

TRAES3BF024600170CFD_c1 770844572 770845570 Extra-large gtp-binding protein 3 2.34E-52

TRAES3BF279000010CFD_c1 770897292 770898850 Uncharacterized protein loc100838142 isoform 1 1.60E-46

TRAES3BF279000020CFD_c1 770901430 770902535 Uncharacterized protein loc100381664 3.55E-71

TRAES3BF279000030CFD_c1 770902713 770905657 Uncharacterized protein loc100838142 isoform 1 2.13E-52

TRAES3BF279000040CFD_c1 770907764 770909537 Uncharacterized protein loc100838142 isoform 1 6.17E-71

TRAES3BF279000050CFD_c1 770910776 770911096 Uncharacterized protein loc100381664 9.46E-41

TRAES3BF279000060CFD_c1 770914260 770915123 Uncharacterized protein loc100838142 isoform 1 3.77E-39

TRAES3BF279000070CFD_c1 770915318 770915533 Uncharacterized protein loc100838142 isoform 1 1.25E-16

TRAES3BF279000080CFD_c1 770944885 770946820 Uncharacterized protein loc100838142 isoform 1 1.21E-99

TRAES3BF279000090CFD_c1 770948014 770949975 Uncharacterized protein loc101775468 6.74E-82

TRAES3BF279000100CFD_c1 770962562 770962825 Uncharacterized protein loc100838142 isoform 1 5.30E-27

TRAES3BF279000110CFD_c1 771007388 771008249 Uncharacterized protein loc100821704 7.30E-100

TRAES3BF279000120CFD_c1 771017593 771026520 Uncharacterized protein loc100845577 0

TRAES3BF279000130CFD_c1 771046493 771048121 Uncharacterized protein loc101782233 0

TRAES3BF279000140CFD_c1 771075751 771076428 ---NA---

TRAES3BF279000150CFD_c1 771126642 771126903 Pinus taeda anonymous locus 0_11808_01 genomic sequence 9.08E-19

TRAES3BF279000160CFD_c1 771161699 771162745 Os010g22490-like protein 0

TRAES3BF279000170CFD_c1 771167314 771169335 Disease resistance rpp13-like protein 3-like 1.18E-24

TRAES3BF279000180CFD_c1 771267436 771269112 Type ii nad h dehydrogenase 3.70E-121

TRAES3BF279000190CFD_c1 771273845 771274393 Disease resistance protein rga2 9.90E-71

TRAES3BF279000200CFD_c1 771281086 771282135 Disease resistance rpp13-like protein 3-like 0

TRAES3BF279000210CFD_c1 771301073 771301945 Disease resistance rpp13-like protein 2-like 1.23E-33

TRAES3BF279000220CFD_c1 771374219 771375300 Ribosome-inactivating protein 3.65E-18

TRAES3BF279000230CFD_c1 771399400 771400443 Ribosome-inactivating protein 4.13E-19

TRAES3BF279000240CFD_c1 771409756 771411746 Ribosome inactivating protein 4.62E-41

TRAES3BF279000250CFD_c1 771425193 771425543 Unknown 5.21E-27

TRAES3BF279000260CFD_c1 771464925 771466293 Dof zinc finger protein 5.93E-59

TRAES3BF279000270CFD_c1 771508153 771512877 Uncharacterized protein loc101786508 isoform x2 8.59E-55

TRAES3BF279000280CFD_c1 771516035 771516286 Gibberellin 2-beta-dioxygenase 8-like 6.50E-33

TRAES3BF279000290CFD_c1 771520475 771520876 NBS-LRR resistance partial 4.17E-93


