Table S3. Annotations of assembled contigs from expressed RNA reads locating in the targeted interval harboring the FCR resistance locus Qcrs-cpi-3B#[image: ]
[image: ]
#NA indicates that no hits were detected.
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Contig nameDescription Size (bp) Blast-E-value

contig_1 Probable LRR receptor-like serine threonine-protein kinase at1g06840-like 1512 2.28E-110

contig_2 Probable LRR receptor-like serine threonine-protein kinase at1g06840-like 447 7.05E-52

contig_3 Retrovirus-related pol polyprotein from transposon tnt 1-94 2186 0

contig_4 ---NA--- 658

contig_5 ---NA--- 790

contig_6 Homolog subfamily c member 3 1186 0

contig_7 ---NA--- 1348

contig_8 E3 sumo-protein ligase siz1 599 3.08E-109

contig_9 Uncharacterized protein partial 676 7.98E-120

contig_10 Ribosomal protein s19 934 1.70E-61

contig_11 Disease resistance protein rpm1 3016 1.17E-118

contig_12 Ap3-complex subunit beta-a-like 893 0

contig_13 Retrotransposon ty1-copia subclass 5477 0

contig_14 Dnaj homolog subfamily c member 3 homolog 766 3.70E-33

contig_15 ---NA--- 519

contig_16 Salt-inducible zinc finger 1 962 0

contig_17 E3 sumo-protein ligase siz1 1919 0

contig_18 ---NA--- 507

contig_19 Uncharacterized protein loc101771380 isoform x3 3328 0

contig_20 Retrotransposon ty1-copia subclass 919 8.91E-147

contig_21 Protein iq-domain 1-like 663 1.78E-22

contig_22 Resistance protein rga2 5124 0

contig_23 Ribosome-inactivating protein 4239 3.03E-13

contig_24 Uncharacterized protein loc101786508 isoform x2 805 4.55E-33

contig_25 Catalase isozyme 2 411 8.78E-48

contig_26 ---NA--- 553

contig_27 Uncharacterized protein loc101771380 isoform x1 741 3.50E-113

contig_28 Protein iq-domain 1-like 1238 4.33E-151

contig_29 ---NA--- 428

contig_30 ---NA--- 735

contig_31 Transposon en spm sub-class 755 6.34E-30

contig_32 Very-long-chain -3-hydroxyacyl- 895 3.57E-55

contig_33 ---NA--- 1380

contig_34 Uncharacterized protein loc100845577 1470 0

contig_35 Transposon en spm sub-class 1779 8.27E-78

contig_36 Wd repeat-containing protein 6 1717 1.46E-16

contig_37 ---NA--- 428

contig_38 ---NA--- 1576

contig_39 Sentrin-specific protease 2 1050 3.75E-72

contig_40 Transposon en spm sub-class 471 8.60E-71

contig_41 ---NA--- 1226

contig_42 Uncharacterized protein loc100841431 1359 5.50E-143

contig_43 ---NA--- 2391

contig_44 Uncharacterized protein loc101769123 1985 3.03E-89

contig_45 Zinc finger mym-type protein 1-like 450 5.31E-25

contig_46 ---NA--- 550

contig_47 Ap3-complex subunit beta-a-like 506 4.67E-70

contig_48 ---NA--- 526

contig_49 Hypothetical protein triur3_26073 [triticum urartu] 635 8.38E-31

contig_50 ---NA--- 747

contig_51 ---NA--- 460

contig_52 Retrotransposon unclassified 596 3.83E-87

contig_53 ---NA--- 603

contig_54 Uncharacterized protein partial 748 5.84E-82

contig_55 Disease resistance protein rga4 906 3.15E-82

contig_56 ---NA--- 541

contig_57 Disease resistance rpp13-like protein 3-like 5738 0

contig_58 Uncharacterized protein loc100845577 1280 7.16E-170
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contig_59 ---NA--- 1061

contig_60 ---NA--- 865

contig_61 External nadh-ubiquinone oxidoreductase mitochondrial-like 880 2.79E-57

contig_62 Transposon en spm sub-class 590 2.34E-62

contig_63 Vacuolar protein sorting protein 25 1069 3.94E-109

contig_64 ---NA--- 812

contig_65 ---NA--- 815

contig_66 ---NA--- 674

contig_67 ---NA--- 1153

contig_68 Retrotransposon ty3-gypsy subclass 767 2.49E-156

contig_69 ---NA--- 546

contig_70 ---NA--- 691

contig_71 Retrotransposon ty3-gypsy subclass 739 8.32E-23

contig_72 ---NA--- 1385

contig_73 Plant-specific domain tigr01615 family protein 1077 4.21E-164

contig_74 ---NA--- 451

contig_75 ---NA--- 593

contig_76 Hypothetical protein f775_09269 [aegilops tauschii] 539 3.91E-06

contig_77 ---NA--- 1922

contig_78 Ap3-complex subunit beta-a-like 495 4.60E-74

contig_79 Ap3-complex subunit beta-a-like 595 2.18E-51

contig_80 Set domain-containing protein 2443 1.74E-71

contig_81 Retrotransposon ty3-gypsy subclass 2164 0

contig_82 ---NA--- 481

contig_83 Uncharacterized protein loc101778993 2723 2.52E-127

contig_84 Polyprotein 720 5.58E-85

contig_85 Retrotransposon ty1-copia subclass 728 1.56E-17

contig_86 ---NA--- 665

contig_87 ---NA--- 477

contig_88 ---NA--- 528

contig_89 ---NA--- 441

contig_90 U-box domain-containing protein 4 481 7.12E-29

contig_91 ---NA--- 539

contig_92 Pentatricopeptide repeat-containing protein 703 5.94E-55

contig_93 Transposon en spm sub-class 1340 0

contig_94 Myosin-j heavy chain 1558 9.88E-16

contig_95 Retrotransposon ty1-copia subclass 661 2.28E-116

contig_96 Transposon en spm sub-class 434 7.56E-68

contig_97 ---NA--- 415

contig_98 Retrotransposon ty1-copia subclass 408 3.51E-49

contig_99 Retrotransposon unclassified 510 3.09E-45

contig_100 Hypothetical protein triur3_31480 [triticum urartu] 533 2.77E-48

contig_101 Transposon en spm sub-class 499 4.45E-57

contig_102 ---NA--- 999

contig_103 Far-red impaired response protein 532 4.42E-83

contig_104 Hypothetical protein f775_28941 [aegilops tauschii] 728 3.47E-09

contig_105 ---NA--- 868

contig_106 ---NA--- 500

contig_107 ---NA--- 574

contig_108 ---NA--- 1008

contig_109 ---NA--- 852

contig_110 ---NA--- 680

contig_111 ---NA--- 415

contig_112 ---NA--- 895

contig_113 ---NA--- 506

contig_114 Ankyrin repeat-containing protein at3g12360-like 787 8.39E-105

contig_115 Retrotransposon ty1-copia subclass 866 2.72E-49

contig_116 ---NA--- 639

contig_117 Retrotransposon ty1-copia subclass 505 5.45E-86

contig_118 Disease resistance protein rga4 532 2.50E-41

contig_119 ---NA--- 573

contig_120 ---NA--- 531

contig_121 ---NA--- 496


