Nucleosome positioning consistency

Density

===Group 1 Nucleocyclic ——Group2 ——Group 3
4407
4000

Py
0.18 | @ 3000 {2 2726

5

8 2000

E

2 1000
0.16 - T s

Group
0.14
0.12
0.1
-500 0 500
Distance from representative TSSs (bp)
0.7 7 — —— Group 1 Nucleocyclic
— —— Group 2
06 | | —— Group 3
0.5
0.4 —
0.3
0.2 p=1.9e-05
0.1
0.0 -
T T T T T T T 1
-2 -1 0 1 2 3 4 5

Gene expression (in log scale)
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