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Additional file 5: Figure S3. Multiple alignment of 8 P. xylostella chymotrypsin genes along with HaChys 1-3 and OnChys 1-3. The catalytic triads (His, Asp and Ser) are marked with blue inverted triangle and conserved regions (TAAHC, DIAL, and GDSGGP) are boxed in green; the putative autocatalytic site is marked with a green arrow at the top; the chymotrypsin-determination residues are marked with purple star at the top; and the six cysteine residues are marked with black stars at the top.
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