Additional file 12: Table S5. Amino acid sequences of TAL effector proteins in X. translucens
pv. undulosa strain XT4699.

XT4699-Tall

MDPIRSRTPSPARELOAGSQPDGVQPTADPRVSPPAGSPLDGLPARRTMSRTQLPPPPASGPSFSAGSFSDLLRQVDSSLFDAS
FFDSMPAFGAHHAQAATGELDEAQSALRAVDDPQPSASAAITAAPPRTKAAARRCSAQTLDALPAADVDLSTFGYSQQQQEKIK
PKVRSTVAQHHAALVGHGFTHAHIVELSKHPPALGTIAARYSEMIAALPEATHEDIVGVGKHCAGARTLEVLLMVVQELRAPPL
QLVTSOLLKIAKRGGVTAVEAVHASRNALTGAPLH

LLPDQVVAIVSHDGGKQSLETVQRLLPVLRQPPYG

LTPNQVVATASYDGGKQSLETVERLLPVLCQPPYG

LTPNQVVAIASNIGGKPALETVQRLLPVLCQPPYG

LTPNQVVATASNGGGKOALETVQRLLPVLCQEYG

LIPEQVVAIASNGGGKQALETVQRLLPVLCKEYG

LTPEQVVATASNNGGKLALETVERLLPVLCQPPYG

LTPKQVVAIASYKGANQALGTVQRLLPVLCKPPYG

LTPDQVVATASNGGAKQALETVERLLPVLCKPPYG

LTPDQVVAIASHDGGRQALETVQRLLPVLCQPPYG

LTPNQVVAIASNGGGKQALETVQRLLPVLCQEYG

LTRQQVVATASNGGGKQSLETVQRLLPVLCKPPYN

LTPDQVVAIASNDGGKQALETVQRLLPVLCKPPYN

LTPEQVVAIASNGGGKQALETVQRLLPVLCKEYG

LTPEQVVAIASQDGGKQSLETVQRLLPVLCQLPYG

LTPNQVVATASNHGGKQSLETVQRLLPVLCQPPYG

LTPNQVVAIASHDGGTQALE
SIFAQLSSPDPALAALTNDRLVALACIGGRPALDAVKKGLPHAPALITRVENRVPEGTAHLVADLAQVVRVLSFFQCHSHPAQA
FDEAMRQFGMSRHGLLQLFRRVGVTELEAI SGTLPPASQRWDRMLQOASGRKGAKPPSASAQTOGOESLDAFADSLERELDAPSP
MHQOAGQTLASSRKRSRSESSVNRSSAQQAAEVFVPEQRDAPPLLPLSSWGVKRRRTRIGGLPDPGTPTHGDLAASSAAFLEQDA
DPFAGAAEDFPAFDQEEIAWLKELLAH

XT4699-Tal2

MDPIRSRTPSPARELOAGSQPDGVQPTADPRVSPPAGSPLDGLPARRTMSRTQLPPPPASVPAFSAGSFSDLLRQVDSSLFDAS
FFDSMPAFGAHHAQAATGELDEVQSALRAADDPQPPVRVAVTAARPPRAKPAQRPRRAAQTSDASPAADVDLSTFGY SQQOQQEK
IKPTVRSSVAQHHAALVGHGFTHAHIVELSKHPAALGTIAARYSEMIAALPEATHEDIVGVGKQWSGARALEALLMVAEELRAP
PLOLVTGQLLKIAKRGGVTAVEAVHASRNALTGAPLH

LTPDQVVAIVSNNGGKQALETVQRLLPVLCQPPYG

LTPEQVVATASHDGAKPALETVQRLLPVLCQPPYG

LTPEQVVAIASNGGGKQALETVORLLPVLCKEYG

LTPEQVVATASNNGGKLALETVERLLPVLCQPPYG

LTPKQVVAIASHNGGKQALETVQRLLPVLCQPPYG

LTPEQVVATASKGGGKQALETVQRLLPVLCQPPYG

LTPDQVVTIANNIGAKQALETVQRLLPVLCQPPYG

LTPNQVVATASHDGAKQALETVQRLLPVLCQEYG

LTPGQVVAIANNIGGKPALETVQRLLPVLCQPPYN

LTPNQVVAIASNNGGKQALETVQRLLPVLCKPPHP

LTPNQVVATASHDGAKQALETVQRLLPVLCKSPYG

LTPDQVVVIASHNGGKQALETVQRLLPVLCKPPYG

LTPNQVVATASHDGGKPALETVQRLLPVLCQPPYG

LTPDQVVAIASHDGGKOALETVQRLLPVLCQDHG

LTPGQVVAIANNIGGKPALETVORLLPVLCKEYG

LTPNQVVATASHNGGKQALETVQRLLPVLCQPPYG

LTPEQVVATASHDGGKPALETVQRLLPVLCQPPYG

LTPNQVVATIASQDGGTQALE
SIFAQLSSPDPALAALTNDRLVALACIGGRPALDAVKKGLPHAPALITRVENRVPEGTAHLVADHAQVVRVLSFFQCHSQRGOV
FHEAMKRFEMSREGLLQLFRRVGVTELEAISGTLPPASQRWDRMLOASGRKGAKPPSASAQTOGOESLDAFADSLERELDAPSP
MHQOAGQTLASNRKRSRSESSVNRSSAQQAAEVFVPEQRDAPPLLPLSSWGVKRRRTRIGGLPDPGTPTHGDLAASSAAFLEQDA
DPFAGAAEDFPAFDQEEIAWLKELLAH




XT4699-Tal3

MDPIRSRTPSPARELOAGSQPDAVQPIADRLVSPPAGSPLDGLPARRTMSRTQLPSPPASVPAFSAGSFSDLLRQVDSSLFDAS
FFDSMPAFGAHHAQAATGELDEVQSALRAADDPQPPVRVAVTAARPPRAKPAQRPRRAAQTSDASPAADVDLSTFGY SQOQQEK
IKPTVRSTVSQHHAALVGHGFTHAHIVELSKHPAALGTIAARYSEMIAALPEAAHEDIVGVGKQWSGARALEALLMVAEELRAP
PLOLVTGQLLKIAKGGGVTAVEAVHASRNALTGAPLH

LTPDQVVAIVSNNGGKQALETVQRLLPVLCQPPYN

LTPEQVVATASHDGAKPALETVQRLLPVLCQPPYG

LTPEQVVAIASNGGGKOALEAVQRLLPVLCKEYG

LTPEQVVATIASHDGAKQALETVQRLLLVLCQEYG

LTPNQVVAIASHDGAKQALETVQRLLPVLCQPPYG

LTPNQVVATASHNGGKQALETVQRLLPVLCQPPYG

LTPEQVVTIANNFGGKPALETVQRLLPVLCQPPYG

LTPNQVVATANNIGAKPALETVQRLLPVLCQPPYG

LTPEQVVAIAGNHGAKQALETVQRLLPVLCQPPYG

LTPNQVVATASHDGAKQALETVQRLLPVLCKPPHP

LTPNQVVAIASHDGAKQALETVQRLLPVLCKPPYG

LTPDQVVATASHDGAKPALETVQRLLPVLCKPPYG

LTPDQVVAIASHNGGKQALETVQRLLPVLCQPSYG

LTRNQVVATASHNGGKQALETVQRLLPVLCKEYG

LTPEQVVAIASHDGGTQALE
SIFAQLSSPDPALAALTNDRLVALACIGGRPALDAVKKGLPHAPALITRVHNRVPEGTAHLVADLAQVVRVLSFFQCHSHPAQA
FDEAMRQFGMSRHGLLOLFRRVGVTELEAISGTLPPASQRWDRMLOASGRKGAKPPSASAQTOGQESLDAFADSLERELDAPSP
MHQAGQTLASSRKRSRSESSVNRSSAQQAAEVFVPEQRDAPPLLPLSSWGVKRRRTRIGGLPDPGTPTHGDLAASSAAFLEQDA
DPFAGAAEDFPAFDQEEIAWLKELLAH

XT4699-Tal4

MEPIRSRTPSTARELQOAGSQPDAVQPIADRLVSTPASSPLDGLPARRMVSRTSPPPSPARSPAFSAGSLSGLLRQQIDPSLFAG
SPFDSLPSFGAARAESAPGEGDEVQSGLRAVDDPQPSASAAITAAPPRTKAAARRRSAQTSDALPAAHVDLGTFGYSQQQQEKT
KPKVRSTLAQHHEALVGHGFTHAHIVELSKHPPALGTIAARYSEMIAALPEATHEDIVGVGKQKSGARALEALLTVAEELRAPP
LOLVTGQLLKIAKRGGVNAVEAVHASRNALTGAPLH

LLPDQVVATVSNHGSKLALGTVQRLLPVLCKPPYG

LTRNQVVAIVNNNGGKQALETVHRLLPVLCQPPYG

LTPEQVVATASHDGGRQALETVHRLLPVLRQPPYG

LTLEQVVAIASNNGGKQALETVQRLLPVLCQPPYG

LTPDQVVTIASHDGGRQALETVQRLLPVLCQPPYG

LTPNQVVAIASNHGGKQALETVQRLLPVLCQPLHG

LTPDQVVTIASHDGGRQALETVQRLLPVLCQPPYG

LTPKQVVAIANYKGAKQALETVQRLLPLLCKPPYG

LTPDQVIAIVSNGGGKPALETVRRLLPVLCKHPYG

LTPKQVVATVSNHGGKPALETVRRLLPVLCKHPYG

LTPKQVVAIASY*GGKPALETVQRLLPVLCQPPYG

LTPNQVVATASHDGGRQALETVQRLLPVLRQPPYG

LTPDQVVAIASNNGGKQALETVQRLLPVLCQPPYS

LIPDQVVATASNIGAKQALETVQRLLPVLCQPPYG

LTTDOVIATIASNGGSKQALETVERLLPVLCQPPYG

LTPDQVVATASQDGGKQALE
SIFAQLSSPDPALAALTNDRLVALACLGGRPALDAVKKGLPHAPALVTRTHNRVPEGTAHLVADHAQVVRVLGFFQCHSHPAQA
FHEAMTRFEMSREGLLQLFRRVGVTELEAISGTLPPASQRWHRILOALGVKGAKPSSASAQTPSQESVDAFADSLERELDAPSP
IHEADRARASNRKRSRSESSVNRSSAQQAAEVFVPEQRDAPPLLPLSSWGVKRORTRIGGLPDPGMPTDGELAASSAAFLEQDA
DPFAGAAEDFPVFDQEEIAWLMTLLPH




XT4699-Talb

MDPIRSRTPSPARELOAGSQPDAVQPIADRLVSPPAGSPLDGLPARRTMSRTQLPSPPASVPAFSAGSFSDLLRQVDSSLFDAS
FFDSMPAFGAHHAQAATGELDEVQSALRAADDPQPPVRVAVTAARPPRAKPAQRPRRAAQTSDASPAADVDLSTFGY SQOQQEK
IKPTVRSTVAQHHAALVGHGFTHAHIVELSKHPPALGTIAARYSEMIAALPEATHEDIVGVGKQWSGARALDALLMVAEELRAP
PLOLVTGQLLKIAKRGGVTAVEAVHASRNALTGAPLH

LTPDQVVAIVSNNGGKQALETVERLLPVLCQPPYG

LTPEQVVATASHDGAKPALETVQRLLPVLCQPPYG

LTPEQVVAIASNGGGKPALETVQRLLPVLCKEYG

LTPEQVVATASNNGGKLALETVERLLPVLCQPPYG

LTPNQVVAIASHNGGKQSLETVQRLLPVLCQPPYG

LTPEQVVATASHNGGKQALETVQRLLPVLCQPPYG

LTPEQVVTIANNIGGKQALETVQRLLPVLCQPPYG

LTPNQVVATASNIGAKPALETVQRLLPVLCQPPYG

LTPEQVVTIANNIGGKPALETVQRLLPVLRKPPYG

LTPEQVVATASNHGGKQALETVQRLLPVLCKPPYG

LTPNQVVAIASNNGAKQALETVQRLLPVLCKPPHP

LTPNQVVATASHDGAKQALETVQRLLPVLCQPPYG

LTPEQVVVIASNNGGKQALETVQRLLPVLCQPSYG

LTPEQVVATASNHGGKQALETVQRLLPVLCQPPYG

LTPNQVVATASHDGGKPALETVQRLLPVLCQPPYG

LTPNQVVAIASHDGGTQALE
SIFAQLSSPDPALAALTNDRLVALACIGGRPALDAVKKGLPHAPALITRVENRVPEGTAHLVADLAQVVRVLSFFQCHSHPAQA
FDEAMRQFGMSRHGLLQLFRRVGVTELEAI SGTLPPASQRWDRMLQOASGRKGAKPSSASAQTPSQESVDAFADSLERELDAPSP
MHOAGQTLASSRKRSRSESSVNRSSAQQAAEVEFVPEQRDAPPLLPLSSWGVKRRRTRIGGLPDPGTPTHGDLAASSGAFLEQDA
DPFAGAAEDFPAFDQEEIAWLKELLAH

XT4699-Tal6

MDPIRSRTPSPARELOAGSQPDAVQPIADRLVSPPAGSPLDGLPARRTMSRTQLPSPPASVPAFSAGSFSDLLRQVDSSLFDAS
FFDSMPAFGAHHAQAATGELDEVQSALRAADDPQPPVRVAVTAARPPRAKPAQRPRRAAQTSDASPAADVDLSTFGY SQQOQQEK
IKPTVRSTVAQHHAALVGHGFTHAHIVELSKHPAALGTIAARYSEMIAALPEATHEDIVGVGKQWSGARALETLLMVAEELRAP
PLOLVTGQLLKIAKGGGVTAVEAVHASRNALTGAPLH

LTPDQVVAIVSHDGGKQSLETVQRLLPVLCQPPYG

LTPNQVVATIASHNGGKQALETVQRLLPVLCQEYG

LTPEQVVAIASHNGGKQALETVQRLLPVLCQEYG

LTPEQVVATASHDGAKQALETVQRLLPVLCQPPYG

LTPEQVVAIASNHGGKLALETVERLLPVLCQPPYG

LTPNQVVATASNHGGKQALETVQPLLPVLCQPPYG

LTPEQVVAIASHGGAKQALKTVQRLLPVLCQDHG

LTPEQVVATANHDGAKQALETVQRLLPVLCQPPYG

LTPEQVVATASKGGGKQALETVQRLLPVLCQPPYG

LTPDQVVTIASNNGGKPALETVRRLLPVLCKPPYG

LTPKQVVATASY*GGKQALETVQRLLPVLCKPPYG

LTPEQVVAIASNGGGKPALETVORLLPVLCQEYG

LTPNQVVATASHDGAKPALETVQRLLPVLCQEYG

LTPNQVVATIASHDGGKPALETVQRLLPVLCQPPYG

LTPEQVVATASHNGGTQALE
SIFAQLSSPDPALAALTNDRLVALACIGGRPALDAVKKGLPHAPALITRVHENRVPEGTAHLVADLAQVVRVLSFFQCHSHPAQA
FDEAMRQFGMSRHGLLOLFRRVGVTELEAI SGTLPPASQRWDRMLOASGRKAAKPPSASAQTQOGQESLDAFADSLERELDAPSP
MHQAGQTLASSRKRSRSESSVNRSSAQQAAEVFVPEQRDAPPLLPLSSWGVKRRRTRIGGLPDPGTPTHGDLAASSAAFLEQDA
DPFAGAAEDFPAFDQEEIAWLKELLAH




XT4699-Tal’/

MDPIRSRTPSPARELLAGSQPDGVQPTADPRVSPPAGSPLDGLPARRTMSRTQLPPPSASGPAFSAGSFSDLLRQVDSSLENAS
LFDSMPAFGAHHAQAATGELDEAQSALRAVDDPQSSASAAITAAPPRTKAAARRRSAQTLDASPAADVDLSTFGYSQQQQEKIK
PTVRSSVAQHHAALVGHGFTHAHIVELSKHPAALGTIAARYSEMIAALPEATHEDIVGVGKQOWSGARALEALLMVAEELRAPPL
QLVTGOLLKIAKRGGVTAVEAVHASRNALTGAPLH

LTPDQVVAIVSHNGGKQALETVQRLLPVLCQPPYN

LTPEQVVATASHDGGKQALETVQRLLLVLCQECG

LTPNQVVAIASHDGAKPALETVHRLLPVLCQPPYG

LTPNQVVATASHDGAKQALETVQRLLPVLCQDHG

LTPGQVVAIADNIGGKQALETVQRLLPVLCKPPYG

LTPEQVVTIANNIGGKPALETVQRLLPVLCKPPYG

LTPEQVVTIANNIGAKPALETVHRLLPVLRKPPYG

LTPEQVVATASHNGAKPALETVQRLLPVLCQPPYG

LTPNQVVAIASHDGAKQALETVQRLLPVLCKPPHP

LTPNQVVATASHDGAKQALETVQRLLPVLCQPPYG

LTPDQVVVIASNNGGKQALETVQRLLPVLCQPPYG

LTPEQVVATASNNGGKPALETVQRLLPVLCQPPYD

LTPDQVVAIANNIGAKPALETVQRLLPVLCQPPYG

LTPEQVVATASNNGGKQALETVQRLLPVLCQPPYG

LTPYQVVATASHDGGTQALE
SIFAQLSSPDPALATLTNDRLVALACIGGRPALDAVKKGLPHAPELITRVHEHNRVPEGTAHLVADHAQVVRVLGFFQCHSQRGQV
FHEAMKRFEMSREGLLQLFRRVGVTELEAISGTLPPASQRWDRMLOASGRKGAKPPSASAQTOGOESLDAFADSLERELDAPSP
MHQAGQTLASSRKRSRSESSVNRSSAQQAAEVFVPEQRDAPLLLPLSSWGVKRRRTRIGGLPDTGMPTDGELAASSAAFLEQDA
DPFAGAAEDFPAFDQEEIAWLRELLAH

XT4699-Tals8

MDPIRSRTPSPARELOAGSQPDAVQPIADRLVSPPAGSPLDGLPARRTMSRTQLPSPPASVPAFSAGSFSDLLRQVDSSLFDAS
FFDSMPAFGAHHAQAATGELDEVQSALRAADDPQPPVRVAVTAARPPRAKPAQRPRRAAQTSDASPAADVDLSTFGYSQQQQEK
IKPTVRSTVAQHHAALVGHGFTHAHIVELSKHPAALGTIAARYSEMIAALPEATHEDIVGVGKQWSGARALEALLMVAEELRAP
PLOLVTGQLLKIAKRGGVTAVEAVHASRNALTGAPLH

LTPDQVVAIVSNNGGKQALETVQRLLPVLCKPPYG

LTPEQVVATIASNGGGKPALETVQRLLPVLCQEYG

LTPNQVVATIASHDGAKQALETVQRLLPVLCQPPHP

LTPNQVVATASHDGGKPALETVQRLLPVLCKPPYG

LTPEQVVAIANHDGAKQALETVQRLLPVLCQPPYG

LTPEQVVATASKGGGKQALETVQRLLPVLCQPPYG

LTPDQVVTIASNNGGKPALETVRRLLPVLCKPPYG

LTPKQVVATASY*GGKQSLETVQRLLPVLCKPPYG

LTPEQVVATASNGGGKPALETVQRLLPVLCQEYG

LTPNQVVAIASHDGAKPALETVQRLLPVLCQEYG

LTPNQVVATASHDGAKQALETVQRLLPVLCKPPYG

LTPEQVVAIASQDGGKQSLETVQRLLPVLCKPPYG

LTPEQVVATASHNGGTQALE
SIFAQLSSPDPALAALTNGRLVALACIGGRPALDAVKKGLPHAPALITRVHENRVPEGTAHLVADLAQVVRVLSFFQCHSHPAQA
FDEAMRQFGMSRHGLLQLFRRVGVTELEAISGTLPPASQRWDRMLOASGRKGAKPSSASAQTPSQESVDAFADSLERELDAHSP
MHQAGQTLASSRKRSRSESSVNRSSAQQAAEVFVPEQRDAPPLLPLSSWGVKRRRTRIGGLPDPGTPTHGDLAASSAAFLEQDA
DPFAGAAEDFPAFDQEEIAWLKELLAH

Note: The 34-amino-acid repeats, due to variation in the 32"9-35" amino acids of repeats, are
marked by gray color. The 12" and 13" amino acids of each repeat are variable and underlined.
The absence of 13" amino acid in repeats is indicated by *.



