
 

 

 

 

 

 

 

 

 

 

 

 

 

 

Figure S2. The relationship between genome repeats and assembled gaps using XT4699 

Illumina data. A) The repeat features (length, similarity between repeated copies, and copy 

number) of assembled repeats and unassembled repeats. B)  The relationship between assembled 

gaps and repeat lengths. 
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