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	Isolate
	Trimmed data used for assembly (Gb)
	Insert size
	Sequencing type
	Service Provider

	
	
	
	
	

	Fom-5190a
	8.28
	200 bp
	Paired end Illumina
	CSIRO/The University of Western Australia

	Fom-5190a
	0.18
	500 bp
	Paired-end Illumina
	CSIRO/The University of Western Australia

	Fom-5190a
	0.01
	3 kb
	Mate-paired 454
	The Australian National University

	Fom-5190a
	0.8
	3 kb
	Long jumping distance, Illumina 
	Eurofins, Luxemborg

	Fom-5190a
	0.21
	8 kb
	Long jumping distance, Illumina 
	Eurofins, Luxemborg

	Foc38-1
	13.6
	200 bp
	Paired-end Illumina
	Xcelris genomics, India

	Foc38-1
	9.7
	2 kb
	Mate-paired Illumina
	Xcelris genomics, India

	Foc38-1
	8.3
	5 kb
	Mate-paired Illumina
	 Xcelris genomics, India

	Fop-37622
	7.9
	180 bp
	Mate-paired Illumina
	Broad Institute, USA

	Fop-37622
	5.3
	3 kb
	Long jumping distance, Illumina
	Broad Institute, USA



