DRA*01 MACROJ)GEN
File: 166CBAB003-17.ab1 Run Ended: 2014/8/28 19:46:20  Signal G:3516 A:3943 C:5278 T:4641 i) 4

Sample: 166CBAB003-17_premix Lane: 63 Base spacing: 14.86778 1086 basesin 13184 scans Page 1 of 2
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GTATTCT GGA CAGAGGACGTTTCTCTTTTAGGAGATGCTGCTGGATTTCTAAAGAGGAAATCAT TTCTTGGCCAGTAACATGG AGCCAAACAAAATC TTCATGAGACTCTGGGTGTTTCA
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130 140 150 160 170 180 190 200 210 220 230 240
GCTCTTGTGTCCACACTCTCTGCGTCACCCCTTCATTCCTCCACTTCCACCTCTGAGCAACACGAACGTCC TTCACCCGGCCTCCTCCTCCTGCACAGCCCTGC TCTCCTTCACTCCTCC

ot

250 260 270 280 290 300 310 320 330 340 350 360
ACTCCACTTGACCTCTCTTCCCACCAC TCCCGCCCACGTGTTTGTGCC TCACATCCTGGGTCCTCCCTCTCTCTCTCCTGGTTCCTACCCTAATTCCCTTTCTTGTCTTTTCAGAGGAACACGT

370 380 390 400 410 420 430 440 450 460 470 480 490
GATCATCCAGGCTGAGTTCTATC TGAACCCTGACAAGTCAGGCGAGTATATGTTTGACTTTGACGGTGATGAGATTTTCCACGT GGATCTGGAAAAGAAGGAGACGGTCTGGCGGCTTGAAGAAT

500 510 520 530 540 550 560 570 580 590 600 610
TTGGACGTTTTGCCAGCTTTGAGGCTCAGGGTGCATTGGC CAATATAGCTGT GGACAAAGCCAACCTGGACATCATGAT AAAGCGCTCCAACCACACCCCGAACACCAATGGTACCTCTCTCTGCT




File: 166CBAB003-17.abl Run Ended: 2014/8/28 19:46:20 Sgnal G:3516 A:3943 C:5278 T:4641
Sample: 166CBAB003-17_premix Lane: 63 Base spacing: 14.86778 1086 basesin 13184 scans Page 2 of 2

620 630 640 650 660 670 680 690 700 710 720 730 740
GCCCTCCTAGACGT GGGAATTGTAGCTTTAGATAGATGCTCAGCTCTCTCTGTTGTGTTATCGTGACTGACTTGCCCTTCCAGGGGCCTGACCTTGCCAT AAGCAAACCCAAAATTCTCACATTA

I

750 760 770 780 790 800 810 820 830 840 850 860
CCAACCCAAGAACTTCATGAGTTTGTTCCTTTCTGGGTGTGCTCACATCTTGTCTTTGCCACCCATGGTCTCTCATAAAGTCTTTGCCTGAATCCATGCTTCCATGCTGGGGGAGCCAAGAAT
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870 880 890 900 910 920 930 940 950 960 970 980
GCGGTCCTTGGAGACCTTGAACCTCAGCATCGGTCGCTGTTCATGGGGAGGGT GTCAGAGCT GGGT ATCT GAGACCAT GGCGCAGATTCIT AGG ACA GGCTTTTTTTTTTATACACACACAAAC
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990 1000 1010 1020 1030 1040 1050 1060 1070 1080
AAAAAAATAAAAAAAAACCCACTCCTCCCCCTTCCGCTTCGTCCCCCGCCTCCCCCCCTTTCCTTTTCCCTTCTTTCTTTCCCCGCCTCTCCTCTTC




DRA*02 MACROJ)GEN
File 13EFBAA003-47.ab1  Run Ended: 2013/2/158:3:15  Signal G:3412 A:4210 C:3345 T:3010 i 5

Sample: 13EFBAAC03-47_premix Lane: 13 Base spacing: 15.086332 1437 bases in 16303 scans Page 1 of 2
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AC CAGT TCAGGNCCC TG GIr AGG QA GTCA GT CAC GAT AACACAA CAGAGAGAGCT GAGCATCTAT CTAAAGCTACAATTCCCACGT CTAGGAGGGCAGCAGAGAGAGGTACCATTGGT GTTCGGGGTG

el bttt b bl

130 140 150 160 170 180 190 200 210 220 230 240 250
TGGTTGGAGCGCTTTATCATGAT GTCCAGGTTGGCTTTGTCCACAGCTATATTGGCCAATGCACCCTGAGCCT CAAAGCTGGCAAACCGT CCAAATTCTTCAAGCCGCCAGACCGTCTCCTTCTTT
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260 270 280 290 300 310 320 330 340 350 360 370 380
TCCAGATCCACGTGGAAAATCTCATCACCGTCAAAGTCAAACAT AAACTCGCCTGACTTGTCAGGGTTCAGAT AGAACTCAGCCTGGATGAT CACGTGTTCCTCTGAAAAGACAAGAAAGGGAATT

W oottt oottt batton ot oo st ol

390 400 410 420 430 440 450 460 470 480 490 500
AGGGTAGGAACCAGGAGAGAGAGAGGGAGGACCCAGGATGT GAGGCACAAACACGT GG GCAGGAGTGGT GGGAAGAGAGGC CAAGTGGAGT GGAGGA GI GAAGGA GAGCAGGGCTGTGCAGGAG
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510 520 530 540 550 560 570 580 590 600 610 620 630
GAGGAGGCCGGGTGAAGGACGITCGI TG C ACT C A AG GEAG A NA ANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
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DRA*03 MACRO)GEN
File 166CBAB000-9.ab1  Run Ended: 2014/7/22 18:33:43  Signal G:5390 A:5788 C:6118 T:4400 s —

Sample: 166CBAB000-9 premix Lane: 62 Base spacing: 14.735186 1195 bases in 16299 scans Page 1 of 2
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C GGCA AMG A M A CTAA AGACCAAT CATAAA GITCTTG GGTTG GTAAT GT GAGAATTTT GGGTTT GCTTAT GGCAAGGTCAG GC CCCTGGAAGGGCAAGT CAGTCACGATAACACAACAG

T

130 140 150 160 170 180 190 200 210 220 230 240
AGAGAGCT GAGCATCTATCTAAAGCTACAATTCCCACGTCTAGGAGGGCAGCAGAG AGAGGTACCATTGGTGTTCGGGGTGTGGTTGGAGCGCTTTATCATGAT GTCCAGGTTGGCTTTGT CCAC
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250 260 270 280 290 300 310 320 330 340 350 360 370
AGCTATATTGGCCAATGCACCCTGAGCCTCAAAGCT GGCAAAACGTCCAAATTCTTCAAGCCGCCAGACCGTCTCCTTCTTTTCCAGATCCACGT GGAAAATCTCATCACCGTCAAAGT CAAACAT

MAMM\MMMMMMMMWMWWWMMWMWWMWMMWWMMW

380 390 400 410 420 430 440 450 460 470 480 490
AAACTCGCCTGACTTGTCAGGGTTCAGATAGAACTCAGCCTGGATGATCACGTGTTCCTCTGAAAAGACAAGAAAGGGAATTAGGGTAGGAACCAGGAGAGAGAGAGGGAGGACCCAGGATGT GA

g

500 510 520 530 540 550 560 570 580 590 600 610 620
GGCACAAACACGTGGGCAGGAGT GGTGGGAAGAGAGGC CAAGT GGAGT GGAGGAGT GAAGGAGAGCAGGGCTGT GCAGGAGGAGGAGGCCGGGTGAAGGACGTTCGTGTTGCTCAGAGGT GGAAG




