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DRB*01 MACRO)GEN
File: 166CBAB000-53.ab1  Run Ended: 2014/7/2220:31:24  Signal G:1180 A:1058 C:929 T: 772 i) 4

Sample: 166CBABO000-53 premix Lane: 5 Base spacing: 14.749477 1364 bases in 16303 scans Page 1 of 2

30 40 50 60 70 80 100 110 120
CCC G CTTIGG GG’I'TGGGC['EE GAGCNAGTGATGCATCCC TGGCTTANGATCAGAGGAGTCTCCTCCCCCCAGG CGGCCTTCCTCC CCACTGGCAGGTG GATGGACCCCTGGGGTGC

%U w Wi J‘M&JM Ay hhl MM\AW J\MWMM

130 140 150 160 170 180 190 200 210 220 230 240 250
TTGTGCTGGTGCTTAGGGCCCCAGCGGAGCAGTGGGGGTCCTAGTGCCCCCAGCAGTGCGTGAGCACTCTGCACCGGTGGGCAGCACTGTCAGTCTTCTCCTACAAGCCCACCCAGTGACCAGATC

MMMWMMMWMWMWMMWMMMMMMM

260 270 280 290 300 310 320 330 340 350 360 370
TTTTATGTCCTCACAGCAACTTTCATGCATCAGTTTAAGGGAGAGTGTCGTTTCTTCAACGGCTTGGAGC GGGTGCAGTTCTTGGCCAGAT ACAT CTATAATACAGAGGAGGATGTGTACTTCG

Ty

380 390 400 410 420 430 440 450 460 470 480 490 500
CAGCGACGTGGGGGAGTTCAGGGCGGTGACCGAGCTGGGGC AGC CAGACGC CAAGTACTGGAACCAGCAGAAGGACTTCATGGAGCAGATGC GGGCCAAGGTGGACACGCTGTGCAGATC CT

WWWMN\MWMWWWN\MW W

510 520 530 540 550 560 570 580 590 600 610 620
CTGGGGAATAGGCAGCTTCATGGTGCAGCGGCGAGGTGAGCGGGCAGGC GGGTGGC CGGGGAGAGGTGGTGTGTGTGTGGGGGGGTGTGTCTGTGT GT GG GAGAGAGAGGGAGAGAGACAGAG

T




DRB*02/Caba-DRB*03 IVIACF%OB/GEN
File: 166CBABO00-64.abl Run Ended: 2014/7/22 20:31:24 Sgnal G:2153 A:1400 C:1413 T:947

Sample: 166CBABO000-64 premix Lane: 31 Base spacing: 14.6514015 1426 basesin 16302 scans Page 1 of 2
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Caba-DRB*01/02 (heterozygote) MACRO)E/GEN
File: 13EFBAA009-43.abl Run Ended: 2013/8/7 18:13:56 Sgnal G:8601 A:9343 C:11148 T:8258 '

Sample: 13EFBAAC09-43 premix Lane: 42 Base spacing: 14.962415 1360 bases in 16303 scans Page 1 of 2

Advancing through Genomics

10 20 30 40 50 100 110 120
GGG G C TCTGCACCG GTGG GCAGCACTGTCAGTCTTCTC CTAC GCCC CCC GTG CC G TCTTTT TGTCCTC C GC CTTTCAT GCATCAGTTTAAGGGAGAGT GTCGTTT

M@@@M@@WM&WMM Il

130 140 150 160 170 180 190 200 210 220 230 240 250
CTTCAACGGCTTGGAGCGGGTGCAGTTCTTGGCCAGATACATCTATAATACAGAGGAGGAT GTGTACTTCGACAGCGACGTGGGGG AGTTCAGGGCGGTGACCGAGCTGGGGCAGCCAGACGCC

Il nhuh nhhh mmlm T WMMMMMNM

260 270 280 290 300 310 320 330 340 350 360 370
GTACTGGAACCAGCAGAAGGACTTCATGGAGCAGATGCGGGC CAAGGTGGACACGCTGTGCAGATC CTATTGGGGAATAGGCAGCTTCATGGTGCAGCGGCGAGGTGAGC GGGCAGGC GGG

AW\/\ st AWWMMM\MMMMMMM i ol

380 390 400 410 420 430 440 450 460 470 480 490 500
TGGCCGGGEGAGAGGTGGTGT GIGTGTG TG GGGGTGTGTCTGTGTGTGOGAGAGAGAGGGAGAGAGACAGAGACAGATACTGA TCC GGG GTGGGT N NNNNNNNNNNNNNNNNNNNNNNN
| M/\WWWW\WN\/\NVW\WW ANA AN e
510 520 530 540 550 560 570 580 590 600 610 620

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN




Caba-DRB*03/04 (heterozygote ;
( ygote) MACRO)GEN
File: 13EFBAA010-39.ab1 Run Ended: 2013/8/16 3:45:39 Signal G:5496 A:5846 C: 7457 T:5229 A mscing throt ot Cocieics
Sample: 13EFBAA010-39 premix Lane: 54 Base spacing: 14.362148 559 basesin 6611 scans Pagelof 1
100 110 120

GGL @ C GCC‘G CCTGS G'IGG(TGTGGGC GC CTGTC GTCTTCTCCT CAAGCCC CCC GTG CC G TCTTTT TGTCCTC C GC CTTTCATGCATCAGTTTAAGGGAGAGTGTCGTT

e

130 140 150 160 170 180 190 200 210 220 230 240 250
TCTTCAACGGCTTGGAGCGGGTGCAGTTCTTGGCCAGATACATCTATAATACGGAGGAGGATGTGTACTTCGACAGCGACGTGGGGG AGTTCAGGGCGGTGACCGAGCTGGGGCAGCCGGACGCC

il nhuh mmh uﬂﬂhzh T e e

260 270 280 290 300 310 320 330 340 350 360 370
GTACTGGAACCAGCAGAAGGACTT CATGGAGCAGATGCGGGCCAAGGTGGACACGCTGTGCAGATC CTACTGGGGAATAGGCAGCTTCATGGTGCAGCGGCGAGGTGAGC GGGTGGGC GGG

e e

380 390 400 410 420 430 440 450 460 470 480 490 500
TGGCCGGGGAGAGGTGGT GI GTGTGTGTGGGGGTGTGTCT GTGTGTC GGAGAGAGAGGGAGAGAGACAGAGACAGAT ACTGAGTCCGAGGTGGGT NNNNNNNNNNNNNNNNNNNNNNNNNNN
510 520 530 540 550

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNA NNNNNNN




- * -
Cadr-DRB*03 MACRO})GEN
File 16BABAAOO5-27.ab1  RunEnded: 2014/12/198:27:7  Signal G:1607 A:1831 C: 1842 T:1667 P i

Sample: 16BABAAQCDS-27_premix Lane: 47 Base spacing: 14.49237 886 bases in 10707 scans Page 1 of 2

10 20 30 40 50 60 70 80 90 100 110 120
C GITGX G5C T A TGTTT G GGCTGAG/GGAGGCAGCAGCGTCTTTCTGGTG GAGGCAT TCAG GAGGAGGTGGTGATGGGGC TCCTGGTCCAGC TCTGTGCAGAGTGACTGCATCCC T

rseasentonteporhdonl v A A AWMM/\/\/\[\A{\/J\/\M/\M\/\/W J

130 140 150 160 170 180 190 200 210 220 230 240
GGCTTAGGATCAGAGGAGTCTCCTCCCCCCAGGACGGCCTTCCTCCACCACTGGCAGGTG GATGGACCCCTGGGGTGCTTGTGCTGGTGCTTAGGGCCCCAGCGGAGCAGTGGGGGTCC

MmMmMmmwwﬂMmewmﬂ&AWWWMMWMMWWWMMMWWM

250 260 270 280 290 300 310 320 330 340 350 360 370
TAGTGCCCCCAGCAGTGCGTGAGCACTCTGCACCGGTGGGCAGCACTGTCAGTCTTCTCCTACAAGCCCACCCAGTGACCAGATCTTTTATGTCCTCACAGCAACTTTCATGCATCAGTTTAAGGG

memwMMwmeWmmmwwwmWMWMMMWMWMMWWMMMN

380 390 400 410 420 430 440 450 460 470 480 490
GAGTGTCGTTTCTTCAACGGCTTGGAGCGGGTGC AGTTCTTGGCCAGATACATCTAT AATACAGAGGAGGATGTGTACTTCGACAGCGACGTGGGGGAGTTCAGGGC GGTGACCGAGCTGGGGC

i

500 510 520 530 540 550 560 570 580 590 600 610 620
GCCAGACGCCAAGTACTGGAACCAGCAGAAGGACTTCATGGAGCAGATGCGGGCCAAGGTGGACACGCTGTGCAGATC CTATTGGGGAATAGGCAGCTTCATGGTGCAGCGGCGAGGT GAG

T




File: 16BABAAOO5-27.abl Run Ended: 2014/12/19 8:27:7 Sgnal G:1607 A:1881 C:1842 T:1667
Sample: 16BABAAQCOS-27_premix Lane: 47 Base spacing: 14.49237 886 basesin 10707 scans Page 2 of 2

630 640 650 660 670 680 690 700 710 720 730 740
CGGGC AGGCGGGTGGCCGGGGAGAGGTGGTGT GTGTGT GTGGEGGTGT GTCTGT GT GTGGG GAGAGGGAGAGAGAC AGAGACAGAT ACTGAGTCCGGGTGGGT GGGATGCACT GTGAGCC

WWWWWW\MWMWW i v A e M Mo

750 T60 770 780 790 800 810 820 830 840 850 860
GTAT TTTAGG GGAGCTG GOTGTTGTTGOGGOGGGAGACAGT GO GTGACTTC AGCAGTGACT GTGAG GGG AGAGAGGATGT GGTT GOG GG TGGGTCT GGGCTGAGAG
870 880

GCG G




