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File: 13EFBAAOOS-2L.abl  Run Ended: 2013/3/21 6:29:5  Signal G:5407 A:4445 C: 4313 T:4954 FAEE . Nl
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Sample: 13EFBAAC05-21 premix Base spacing: 14.377768 1451 basesin 16299 scans Page 1 of 2
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MACRO)GEN
File 13EFBAA005-19.ab1  Run Ended: 2013/3/21 6:29:5  Signal G:3264 A: 2553 C: 2339 T:2734 s —

Sample: 13EFBAAC05-19 premix Lane: 44 Base spacing: 15.09152 1359 bases in 16300 scans Page 1 of 2
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ile: 13EFBAA003-39.ab1 Run Ended: 2013/2/15 6:6:8 Sgnal G:5573 A:6148 C:5684 T:5644
Sample: FBAAQO03-39_premix Lane: 94 Base spacing: 15.1371565 1448 bases in 16300 scans Page 1 of 2
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