DQB-homozygote
File: 166CBAB002-5.ab1 Run Ended: 2014/8/13 0:19:58 Sgnal G:1743 A:1281 C:1340 T:650
Sample: 166CBAB002-5 premix Lane: 20 Base spacing: 14.114236 1000 basesin 16152 scans Page 1 of 2
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File: 166CBAB002-29.abl Run Ended: 2014/8/13 0:19:58 Sgnal G:8184 A:5923 C: 7756 T:3148 :

Sample: 166CBAB002-29 premix Lane: 51 Base spacing: -16.163063 213 bases in 16302 scans Page 1 of 2
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G GACGG TG TG AGCG GGTGCG GCTCGT GACCAGAGCGT CT CCG GG AGGAGIACGT GCGCTT CGACAGC GACT GGGGGGAGCAC GGCGGGGACTACCGGC CGGT GACC GAGCT GGGGCGGCCGGACGCC
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GAGTACT GGAACAGCCAGAAGGACGT CCT GGAGC A GACGC GGGCCGAGC TGGACACGGT GT GCAGACACAACTAC CT GCAGC




