	
Sequencing method
	
Illumina Miseq: 250 bp mate-paired, 8 kb insert size

	
Assembly method
	
GS De Novo Assembler 2.8

	
Isolate

	
AG2-2IIIB  

	Total assembly length

	
56.02 Mbp

	
Average scaffold length
	
27,132 bp

	
Maximum scaffold length
	
1,159,956 bp

	
Minimum scaffold length
	

	N50
	143

	
N50 length
	
81,152 bp

	
Total number of scaffolds
	
2,065

	
Protein-coding genes
	
11,89711,897

	
Predicted tRNA genes
	
135


		Table S1. Assembly statistics of R. solani AG2-2IIIB draft genome
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