Table S2. Statistics of the contig-length vs. read-count analysis 
	
	
Group Ia
	
Group IIa
	
Group IIIa
	
Group IVa
	
Group Va

	Ratiob
	< 0.5x
	0.5x – 1.5x
	1.5x – 3x
	3x - 50x
	> 50x

	Total number of contigs
	217
	21,232
	11,607
	4454
	64

	cLocal similarities within these contigs 
(> 1000 bp)
	0
	8,567
	65
	9
	0

	Largest contig
	2046 bp
	49,565 bp
	41,247 bp
	16,872 bp
	2071 bp

	Percentage of all contigs
	0.5%
	56.72%
	30.87%
	11.84%
	0.1%

	Total number of reads
	1957
	8,076,982
	16,954,542
	1,728,354
	176,534

	Total contig length
	46,781 bp
	55,484,562 bp
	13,132,397 bp
	1,809,245 bp
	18,599 bp

	Average contig length
	215 bp
	2613 bp
	1131 bp
	406 bp
	291 bp


a Contigs were subdivided into groups based on the contig-length vs. read-count plot analysis.
b Ratios were calculated using the equations described by Wibberg et al. [11].
cContigs with a length >1000 bp were searched for local similarities to other contigs within their group. The table shows the number of regions that feature a high similarity (>90%) to contigs of the same group.
