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DRD3
SDPR
IL1A
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PSMB9
CMPK2
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TNIP1
TLR2
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PDE4B
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4.01
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3.67
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3.57
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3.37
3.36
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3.23
3.20
3.14
3.11
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1.15
1.06
4.10
1.53
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2.69
9.87
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25.35
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5.27
30.05
22.49
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42.52
1.68
1.20
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2.72
1.89
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4.84
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5.40
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6.38E-09
2.96E-05
8.27E-06
2.69E-15
6.49E-07
2.00E-07
1.30E-14
1.76E-13
5.91E-08
8.37E-15
9.66E-13
1.92E-07
6.87E-07
8.53E-18
1.25E-18
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2.33E-12
2.19E-09
4.96E-16
1.76E-21
9.76E-18
2.85E-07
2.85E-20
7.65E-07
2.20E-05
3.81E-07
1.98E-11
0.00113
7.85E-20
2.19E-06
2.00E-06
2.53E-11
0.0485
4.07E-09
1.47E-07
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3.60E-13
0.00152
9.29E-08
4.85E-08
0.0181
2.25E-08
1.47E-07
1.27E-06
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17.05
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4.74E-09
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1.76E-13
6.99E-17
3.12E-06
2.10E-07
2.16E-06
7.35E-07
2.59E-14
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3.28E-08
0.00308
1.39E-10
1.77E-13
0.0193
1.02E-07
4.13E-15
2.07E-05
0.00795
0.0109
0.0292
0.0255
0.000559
1.85E-09
0.00294
0.0332
1.02E-07
0.00252
4.38E-05
0.000254
0.0110
1.26E-11
1.35E-10
5.82E-18
3.40E-16
3.58E-05
0.00537
7.85E-06
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RHOJ
LOC100848842
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2.64
3.91
16.95
23.53
1.73
7.65
2.66
37.30
2.90
25.08
49.77
10.92
22.75
26.75
3.86
19.70
9.15
28.45
23.67
3.83
45.96
12.59
2.89
6.07
9.23
75.71
5.25
7.27
3.53
44.17
1.30
57.54
4.82
16.03
19.84
3.88
139.99
19.56
2.22
2.29
5.26
1.85
10.38
1.16
3.66

0.00322
0.00373
7.81E-05
3.71E-10
0.0131
0.000447
3.11E-05
0.0112
0.00669
8.88E-21
6.24E-11
0.00132
0.000196
2.45E-08
0.000340
2.86E-07
4.06E-06
0.00153
0.00106
0.00680
8.33E-13
0.0158
0.00110
0.0484
3.86E-06
0.00194
1.25E-06
7.09E-06
0.00122
0.000755
0.0134
6.52E-08
0.00581
0.000294
1.67E-09
4.78E-05
1.69E-06
7.79E-09
0.00591
0.0417
0.0145
0.00631
0.0360
0.000417
0.00213
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NHS
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FOS
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SARDH
DACTI
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AQPI1
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-2.13
-2.14
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-2.77
-2.84
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-3.14
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4.47
238.50
34.24
11.83
4.84
4.97
5.31
12.58
21.75
5.53
19.35
4.86
13.86
6.58
3.32
1.78
16.39
2.12
4.82
2.28
1.59
2.27
20.39
2.26
27.95
2.66
9.13
5.15
1.34
2.19
19374.58
14563.18
36.80
2.81
3.17
1.03
24.84
1.01
3.44
35.83
36.02
10.44
37.77
1.44
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3.06E-05
1.27E-18
3.33E-06
0.00344
3.17E-06
0.00103
0.000161
2.69E-05
3.97E-05
8.74E-06
0.0299
4.37E-06
0.00993
7.58E-07
0.0101
0.0394
0.0181
0.0236
0.000460
0.000196
0.0257
0.000232
3.84E-05
7.22E-06
2.27E-20
0.000115
6.45E-11
0.000352
0.0397
1.81E-06
0.00234
0.00215
5.77E-12
0.00210
0.00104
2.82E-07
8.91E-10
1.09E-06
8.14E-09
0.00711
1.07E-15
1.89E-12
9.97E-26
3.91E-07
1.77E-06
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-3.68
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20.44
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2.18E-07
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