	Predictor / matrix
	TIR
	NBS
	NLL
	LRR
	PL1
	PL2
	PL3
	PL4
	PL5

	Ma exon structure
	519
	1107
	279
	972
	678
	789
	639
	624
	537

	Fgenesh / Solanum lycopersicum
	519
	1107
	279
	972
	678
	789
	639
	624
	537

	Fgenesh / Vitis vinifera
	519
	1107
	279
	795 147
	678
	789
	639
	624
	537

	Fgenesh / Nicotiana tabacum
	519
	1107
	279
	795 147
	678
	789
	639
	624
	537

	Fgenesh / hevea
	519
	1107
	279
	795
	678
	789
	639
	624
	537

	Genescan / Arabidopsis thaliana
	521
	1108
	279
	795
	147 121 269 156
	789
	639
	624
	537

	Genescan / Zea mays
	NA
	NA
	NA
	NA
	NA
	NA
	NA
	NA
	NA



[bookmark: _GoBack]Additional file 1 Structure of the Prunus TNL gene Ma predicted with the predictors Fgenesh and Genescan using various specific gene-finding parameters. The first row shows the exact size of each exon (and associated domain in bp) of the Ma gene. The other rows show the exon predictions. NA not appropriate.





