	Gene Name
	Primers Sequence (5'-3')
	Size (bp)
	Tm

	GAPDH
	Forward: CACCCTCAAGATTGTCAGCA
Reverse: GGTCATAAGTCCCTCCACGA
	103
	61°C

	LGALSL
	Forward: TCAGAAGATCCTCCTGCCGA
Reverse: TCGCTGACTGTTCTTCACCC
	112
	61°C

	IL-8
	Forward: ACTGGCTGTTGCTCTCTTGG
Reverse: GGTGGAAAGGTGTGGAATGT
	125
	61°C

	FAM213B
	Forward: CTACCTGGACGAGAGCAAGC
Reverse: GCAGCCACTTCACGAACAG
	108
	61°C

	CCL5
	Forward: GAGGACGCCTTGAACCTGAA
Reverse: GTGGAATCTGTGCCTTCCCA
	119
	61°C
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The genes with selection random were identified by qRT-PCR. The housekeeping gene, GAPDH was taken for internal control. The data was analyzed by C(t) method.













