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Fig. S1. APOBEC3H, FBX0O11, p53, RPL37, SLC4A10 Network. Candidate driver genes are marked with red circles.
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Fig. S2. Rb protein, FARSA, c-Myc, STAT3, G-CSF receptor Network. Candidate driver genes are marked with red circles.
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Fig. S3. Casein kinase | epsilon, Rb protein, DNMT1, ESR1 (nuclear), mTOR Network. Candidate driver genes are marked with red
circles.
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Fig. S4. COL11A1, PSMBS5, ESR1 (nuclear), PSMC1, PTPA Network. Candidate driver genes are marked with red circles.



