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Additional file 7. Within-linkage group chimeric scaffolds.
Comparison of physical and genetic maps for scaffolds that are:
(A) within-linkage group chimeras; or (B) within- and between-
linkage group chimeras. The positions of genetic markers are
shown as vertical bars on the physical maps and these are joined
to their corresponding positions in the genetic maps by a dotted line.
For each gap in the genetic map, the number of markers shown
represents those present in recombination bins that lie between the
bins containing the markers that flank the chimeric breakpoint.


