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M nuclear chromosome M ribonucleoprotein complex assembly
H growth M nucleolus
m developmental maturation M nucleocytoplasmic transport
o cell morphogenesis M response to stress
M protein targeting H cytosol
i cell proliferation M cytoskeleton organization
m secondary metabolic process i helicase activity
® lipid binding m hydrolase activity, acting on carbon-nitrogen (but not peptide) bonds
mitochondrion m hydrolase activity, acting on glycosyl bonds
Golgi apparatus nucleic acid binding transcription factor activity
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M mitosis M growth m methyltransferase activity
M signal transducer activity M ribosome W transmembrane transporter activity
M sulfur compound metabolic process M helicase activity I cytoskeleton
M cell cycle m cellular amino acid metabolic process m transmembrane transport
thylakoid peptidase activity plasma membrane
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