[image: ]Additional file 16. RT-qPCR gene expression analyses of selected genes related to cell wall activity during fiber development between Acala Ultima (AU) and Tamcot Pyramid (TP). A) CONSTANS-like 9 (Gh_A07G1753); B) RAB GTPase homolog A5E (Gh_A07G1758); C) Unknown protein family, DUF538 (Gh_A07G1784); D) Auxin-responsive protein (Gh_A07G1795); E) Oxidoreductase, zinc-binding dehydrogenase family protein (Gh_A07G1803); F) O-Glycosyl hydrolases family protein (Gh_A07G1802). 
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