A
 
ITIM motifs
[bookmark: _GoBack]
Xenopus Ceacam group 1

              (1) Cyt1 (2) Cyt2(1)  Cyt3   (0)            Cyt4
Xtr_Ceacam301   KQRNENSR SAQMPMS AGVADKNKEDE EYVKYADLRFKNANPANKAPVQQAGETEYSTVKK
Xtr_Ceacam302   KHRNRSSG NAQMTMS -GVADKNQENE EYVKYADLRFKNANPGNKAPVQQVAETEYSTVKK
Xla_Ceacam325   KQTNGSSG NPQMNLT -EVPNKKQEDE EYVKYADLRFKNTNPSNKAETQQVPETEYSTVKR


              (1) Cyt1  (2) Cyt2(1)  Cyt3   (0)            Cyt4
Xtr_Ceacam301   -KQRNENSR SAQMPMS AGVADKNKEDE EYVKYADLRFKNANPANKAPVQQAGETEYSTVKK*
Mdo_CEACAM1     ASDHHPTEHKSSAPNHS HLKSDRPPNGT EEVSYASVNFNAQKSSATVQAPTPTETIYSEIKKK
              (2)       Cyt1    (1)  Cyt2   (0)            Cyt3   


Xenopus Ceacam group 2

              (2)  Cyt1   (1) Cyt2   (0)                Cyt3
Xla_Ceacam389.L SSKKDTKSTEN GHTSAQGIEM DEAALQYSSIDFSAQRGLQRNEHVVPPPDNTVYAEVRHK
Xla_Ceacam389.S SSKKDKKSTEN GHTSAQGIEM DEAALQYSSIDFSAQQGLQSNDHIVPPFDNTVYAEVRHQ
Xtr_Ceacam350   SSKQEKKSTEN GHTSAQGIEM DESTLQYSSIDFSAQRGLQRNEHVVP--DNTVYAEVRRQ


              (2)      Cyt1     (1)   Cyt2   (0)                Cyt3
Xtr_Ceacam350   -----SSKQEKKSTEN- GHTSAQGIEM-- DESTLQYSSIDFSAQRGLQRNEHVVPDNTVYAEVRRQ
Mdo_CEACAM1     ASDHHPTEHKSSAPNHS -HLKSDRPPNGT --EEVSYASVNFNAQKSSATVQAPTPTETIYSEIKKK



Xenopus Ceacam group 1/group 2 ITIM similarity

              (1) Cyt1 (2)Cyt2 (1)  Cyt3   (0)                Cyt4
Xtr_Ceacam301   KQRNENSR SAQMPMS AGVADKNKEDE --EYVKYADLRFKNANPANKAPVQQAGETEYSTVKK*
Xtr_Ceacam350   -SSKQEKK-STEN--- -GHTSAQGIEM DESTLQYSSIDFSAQRGLQRNEHVVPDNTVYAEVRRQ
              (2)      Cyt1    (1)  Cyt2   (0)                Cyt3





B

ITAM and endocytic ITAM-like motifs 

Xenopus Ceacam group 1

              (1)                          Cyt1                  (0)    Cyt2    (0)     Cyt3		
Xtr_Ceacam304   TPTPTNPVYENTGTQAP----------------------SHYDRIIPGSK ENMAGNNPQESSYQ ELQFSNKDVYNNLRKTPR
Xtr_Ceacam315   VPTPTIPVYENTGAQAP----------------------NHYDRIITASK EDMAGNNLQESGYQ ELQFSHNDVYNHLRNAPR
Xla_Ceacam328   --APTSPVYENTGAQAP----------------------NTYDRVITGST ETMAGNRPQESSYQ ELQFPSNDVYNHLRRTPR
Xla_Ceacam334   --APTSPVYENTGAQAP----------------------NTYDRIITGSK ETMAGNRPQESSYQ ELQFPSNDVYNHLRRTPR
Xla_Ceacam332   TPTPTNPVYENTGPQAP----------------------NTYDRVILGSK ENMAESKPQESGYQ ELQFPHNNVYNHLRKTPR
Xtr_Ceacam303   TSTPTNPVYENTGAQAP----------------------NTYDRIITGST ENMARNKPQESSYQ ELQFPHTDLYNNFRKTPR
Xla_Ceacam340   TPTPTNPVYENAEAQMSN DTPTRINPAYENAKAQVSNGNNYDHVIISSE GTMAKNRPQESSYQ VLQFPHIDLYSSLRKTPK
[bookmark: OLE_LINK2]              (1)      Cyt1      (1)           Cyt2              (0)     Cyt3   (0)     Cyt4	


[bookmark: OLE_LINK1]              (1)   Cyt1    (0)  Cyt2  (0)   Cyt3    (0)  Cyt4    (0)     Cyt5
Xla_Ceacam342.L KKQPANETSKIDF QPSGVSNPYM NWHRSTTTVAQQV N-PGVQDEDNYE ELQFQDNIEYDKISP*
Xla_Ceacam342.S -QQAEYITPIKEF PQSGVQNPYM NGPRIATTVQQPV NSPGVAQEEPYT TLECMDNNEYDMIKPSLSFR NVAL
              (1)   Cyt1    (0)  Cyt2  (0)   Cyt3    (0)  Cyt4    (0)     Cyt5         (0)Cyt6


Xenopus Ceacam group 2

              (1)          Cyt1        (0)    Cyt2  (0)     Cyt3		
Xtr_Ceacam369   --GQSGDRGEDPSQIYYNIPNTAA  AHPAIEEGPYM GLQYPSQDTYSELKP*
Xtr_Ceacam371   ---QSGDRGEDPSQIYYNIPNTAA  AHPAIEEGPYM GLQYPSQDTYSELKP*
Xtr_Ceacam351   --GQSGDRGEDPSQIYYNIPNTAA  AHPTIEEGPYM GLQYPSQDTYSELKR*
Xtr_Ceacam368   --GQSGDRGEDPSRIYDNIPNTAV  AHPAKEEGPYM GLQRPSQDTYSELKL*
Xtr_Ceacam375   --GQSGDRGEDPSRIYDNIPNTAA  AHPAKEEGPYM GLQRPSQDTYSELKL*
Xla_Ceacam387   ---QSGDIGEDPSRVYENIPNTAK  AHPAKEEGPYM GLQYPSQDTYSELKK*
Xtr_Ceacam366   --GQSADRGMDPSQIYDNIPNTAG  VQFAKKESEYT GLQHPTQNTYSEMKR*
Xtr_Ceacam359   ---QPTE-GQDSYRIYYNVYAATM  AQPAKEELPYM GLEYPTQDTYSELTH*
Xtr_Ceacam364   ---QSSG-RQDSSKIYNNAGNSAM  NQSVREESAYM GLLELPQNVYTELKQ*
Xtr_Ceacam361   QTTRQINSRHEQTAPYQNVIEGT  SQQNPPVESTYT GLQHQPENAYCNLKMGWRLNR*
Xtr_Ceacam362   ----QFNNKQDSSATYDSVIVGGT  GQNISVESPYT GLQHGPDHTYCDLKVWWKRNEKP


              (1)              Cyt1          (0)        Cyt2       (0)     Cyt3	
Xla_Ceacam379   KYVSIQTTGLVNSGHDQTPPYQNVINGPT QQNPQVE----------SSQYQ GLQHRPENIYFDLKMGGK*
Xla_Ceacam378   KYLSVLKTVKVNSKHDQPTQNPNVIDGTT GQNTVEEPSYP EYSTVDSGYM GLQDRSYHIYNDLDMKGARHG
Xtr_Ceacam360   KYVSVQTTGQAN-RHDGTAHNHN---GTR GQNTTEGPSYP EYSTVDSGYT GLQDRPNQTYSDLNIGGTRHG                   
              (1)              Cyt1         (0)   Cyt2  (0)  Cyt3  (0)    Cyt4


Xenopus Ceacam group 1/group 2 ITAM similarity

              (1)             Cyt1         (0)    Cyt2    (0)     Cyt3
Xtr_Ceacam303   TSTPTNPVYENTGAQAPNTYDRIITGST ENMARNKPQESSYQ ELQFPHTDLYNNFRKTPR
Xla_Ceacam332   TPTPTNPVYENTGPQAPNTYDRVILGSK ENMAESKPQESGYQ ELQFPHNNVYNHLRKTPR
Xtr_Ceacam304   TPTPTNPVYENTGTQAPSHYDRIIPGSK ENMAGNNPQESSYQ ELQFSNKDVYNNLRKTPR
Xtr_Ceacam315   VPTPTIPVYENTGAQAPNHYDRIITASK EDMAGNNLQESGYQ ELQFSHNDVYNHLRNAPR
Xtr_Ceacam351   ------GQSGDRGEDPSQIYYNIPNTAA ---AHPTIEEGPYM GLQYPSQDTYSELKR*
Xtr_Ceacam369   ------GQSGDRGEDPSQIYYNIPNTAA ---AHPAIEEGPYM GLQYPSQDTYSELKP*
Xtr_Ceacam368   ------GQSGDRGEDPSRIYDNIPNTAV ---AHPAKEEGPYM GLQRPSQDTYSELKL*
Xtr_Ceacam375   ------GQSGDRGEDPSRIYDNIPNTAA ---AHPAKEEGPYM GLQRPSQDTYSELKL*
           

                              (1)             Cyt1         (0)        Cyt2    (0)     Cyt3
Xtr_Ceacam304  ---------------- TPTPTNPVYENTGTQAPSHYDRIIPGSK ---ENMAGNNPQ-ESSYQ ELQFSNKDVYNNLR--KTPR-
Mdo_CEACAM110  RGKKDLPRGKQSAPRY --GEDTTVYENT--VHLKGLALPAQ--- GLDSSSTSPEISSESPYQ MLDITRVDVYEKITPWKNPQV
              (2)   Cyt1      (1)             Cyt2         (0)        Cyt3    (0)     Cyt4

