10
ATGTTTTGCG

130
ATTGACATCC

250
GACGTCATGG

370
AATGGAGAAA

exon7
490
GGAACCAGGG

610
AACAAGAGCT

730
ACTGTTCTCT

850
GACCTGATGA

970
GCAGATGACT

exon 1

20
GAGACTAT|GT

140
TGACCCAGCG

260
TTGGCCTCAT

380
TTTTCCAGAT

500
AGGAAGGATA

620
ACCAGCAGCT

740
GTATTCGAGA

860
CCATAAGGAA

980
ACTGA

30
TCAGGGTACC

150
CTGCAACACC

270
GTACCCCCCA

390
GCGAGAAGCC

510
CACAGACCCA

630
GTGCCTGGTT

750
CAAACCAGCC

870
GCGATACAAA

990

90 bp inserted sequence .

40
ATCTTCCCAG

160
CAGAGGCTGT

280
CCCTCATATG

400
TACTATTTGC

520
GCCACGGCCA

640
TTCCAGGAAT

760
TATTTTGCTT

880
GAGCGATATG

1000

50 60
CTCCGAATTT CAACCCCGTG

170 180
TGATCGCCGA GGCTTACCTG

290 300
ATGCCCACGA GCTGTGGCAC

410 420
AATACAGCCG TGACCTGCAG

530 540
CTCAGGACGC GATGGTGCTG

650 . 660
TTCAAAATAT TTCTGGGCAA

770 : 780
ACAGATTGTA TAGTGCAATC

890 . 900
GGAAGTCCCT TTTCCACGAC

1010 ‘1020

70 80
CTGGATGCTG AGTTGCTGGG

190 200
GGTGCCTTCA GCCGGGACCT

310 320
GCCATGAAGG GAGCAGGCAC

430 440
GAGGACATCT ACTCAGAGAC

550 560
TGGGAGGCCT GCCAGCAGAG

670 680
GACATAGTAG ATGCCATTAA

790 800
CATGACTTCG GCTTCCATAA

910 920
ATCAAGAATT TCGCATCAGG

1030 1040

90
AGGCGCACTC

210
GGTTGGGGAC

330
TGATGAGAAC

450
CTCAGGACAC

570
GACAGGGGAG

690
TGAATGTTAC

810
TAAAACCGTG

930
GCACTATGAG

1050

100
CAGGGATTCG

220
TTGAAGGAAA

340
TGCCTCATTG

460
TTCAGAGACA

580
CACAAGACGC

700
GATGGATACT

820
ATTAGGATTC

940
AAGGCTCTGC

1060

110
GCTGTGACAA

230
AGCTTTCCAA

350
ACATATTAGC

470
TGCTCGTGAG

590
TTCTGCAATT

710
TTCGAGAGCT

830
TAATCGCCAG

950
TGGCCATCTG

1070

10

aactagggcc agcgctgggg gcagctgtgg gggctttgtc gggcagectg

20

30 40

50 60

gggctgeggt

70

80

90\

gctaccgggc ggccccgegg catttcaggt

Additional file 3. Sasaki. et al.

120
AGACCTGCTG

240
TCACTTCAAG

360
TTCGAGAACA

480
CTTGGTCCAG

600
GATGCTGTGT

720
GCTAGTAGCA

840
AAGTGAAATC

960
TGCGGGTGAC

1080



