

	
	PH-1
	DAOM 180378
	NRRL 28336
	DAOM 233423
	DAOM2 41165
	CS 3005
	NRR L6101
	NRRL 28720
	NRRL 28721
	NRRL 28723

	PH-1
	100.0
	99.3
	98.8
	99.3
	99.0
	99.2
	96.2
	96.2
	97.3
	97.4

	DAOM 180378
	99.3
	100.0
	98.9
	99.2
	99.1
	99.0
	96.1
	96.0
	97.3
	97.5

	NRRL 28336
	97.8
	97.9
	100.0
	97.7
	98.6
	98.0
	95.6
	95.5
	96.4
	96.5

	DAOM 233423
	99.4
	99.4
	98.9
	100.0
	99.1
	99.2
	96.3
	96.2
	97.5
	97.6

	DAOM 241165
	98.6
	98.8
	99.3
	98.6
	100.0
	98.8
	96.1
	96.0
	97.1
	97.2

	CS 3005
	99.0
	98.9
	98.9
	98.9
	99.0
	100.0
	96.2
	96.1
	97.3
	97.3

	NRRL 6101
	96.7
	96.7
	97.2
	96.7
	97.0
	96.9
	100.0
	98.6
	96.7
	96.7

	NRRL 28720
	96.8
	96.7
	97.1
	96.7
	97.1
	96.9
	98.7
	100.0
	97.0
	96.8

	NRRL 28721
	97.5
	97.6
	97.7
	97.6
	97.8
	97.8
	96.4
	96.6
	100.0
	99.5

	NRRL 28723
	97.6
	97.7
	97.8
	97.7
	97.8
	97.7
	96.4
	96.3
	99.5
	100.0
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