aug3 916532 - - - -
aug3 916533 - - - -
aug3 917763 - - - -
aug3.g20084 - - - -
aug3.g20082 - - - -
© aug3.g20083 - - - -
©augdgi6s3t - - - -
©augdgiesal - - - -
aug3 916528 - - - -
© augd.g16527
©augdgi6s29 - - - -
© aug3g16530 - - - -
© aug3g16526 - - - -
©aug3 916520 - - - -
©augdg16523 - - - -
©aug3g16524 - - - -
©augdg16534 - - - -
aug3.g20085 - - - -
©augdg16535 - - - -
©augdg16538 - - - -
@ augdgl7764 - - - -
©augdg18a7s - - - -

< MSIVF- -

40 50 80

- DAWKKATCQ-

- VTKSHLILMMQYFIFT-- ITLCFAAAEHHR - EAWRTALCE- - -
MKYLGLILVL-- SIWIYAAADEAG - DEWKAALCS- -
MKSLCLILAI--ALLSFAAANDHK - EIWQNALCK- - - -
MFVFWSVLTA- - GGEMDSLCK- - -
MHAYWI | LVF- - - LKAAKICD- - -

MLFSDKMYGVWIVLIF- - - ARPEDLCG- - -
MYATWIFLVY- - VL= SVT------- ALGPEDLCG- - -
MNAIWI | FAF- - CVLSATAQTTQP- - - - - - - QSGPEIICD- - -
MNAIWI | FAL- - CVLSATAQTSQP- - - - - - - KPGPELICD- - -
MYAYWI | FSF- - CVLSVYA- -« -« - VGPEAVCE- - -
MYAIWI I LVF- - GPDVICP- - -
MHLFWI I LVF- - - FEKKKVCA- - -
MQSVWI I LVF- - - FGMKKTCE- - -

MNMKQW I SF- -
MAIKGLIFAV-CCIFSVVIA---D---QDEKDSFRQTICN-
MMK G111 F---1SVLTLVISDDDKGKYGNINLWRKTLCE-
MMK G111 F---1SALTLVISEKDQGKYGNINLWRKTLCE-
MNNLWITLLM- CAVVEIYAAEDADHGEYGNNNLWRKT I CG-
MMLKVFIFLIFGTISCSALHLNITDVGEYGRQNVWRKTLCE-

©aug3.g18376 MHSTK IKSASEEI FCLYRKQNPQKSKML | LQAFFMFGAL | FTVWSSDSTDHGEYGNDNEFRKSI CE-

o Silk biased (> 10-fold)
© Venom biased (> 10-fold)

70 80
i

CSYILIASAEEINMEAVMKSMQSFCVKLEEHGESMKPELNECFS-
CSYILIASAKEINMEAVMKSIQSFCEKMEEHGESMRSDMNKCF S-

- KNVEFSKGLAVCYE-
- GNEELKQGIDVCFE-
- - NDDELLEDIYNCFE-
LDEELLDGTEKCFV-
NVTQSLGNDLDKCAK-
KLSVELAAEFDKCND-
KFNEKIAAELDKCNQ-
TITEEIAGEFDKCNK-
KVTDEI SAEFDKCNK-
KITDEI SAEFDKCNK-
KLTEELGTEYDNCYK-
KVTEELGADFDKCDE-
KLTEEIGAEFDKCNT-
KLTEEIGDAFDKCNA-

-CIVTSILFYAEGGEINKEGLSLWRRTMC | ALEKGDSDFLNK IDSCFN-
KNSDELFDDLEDCFQKYETKVSHEITAKCNTKIYPQSEG

- KHGTNLDRDLQRCMV-
KHGTNLDRDLQRCMA-
KNDESLFSEIDKCVD-

- KHSDVLYSDMEKCLQ-
SESEGLHSDMEICFK-

P, g, @, e
LNPENIQDVVRGCYTRAIPGLEE -PFSFFQEACQDQTTTFSELLKCFGEHED-
LNPKNIQDILLRCYTKT IPGVED DFSFFQEACKDHTTKFPELFECYGENKD
LKDKEVQNA | EECMSE| FP SSDM TMADYVTAGCKDD- VLFEKMTGCYRENE-
LETSDVQDLTRNCVQRVLPSSHG DLKYFTKIACTDG- TLFDKADDCYHEHE-
LEPKA | SDPIKECFSRMSP SAND DLKEFTKSVCKDE- ALYEQMDSCYEGYG-
LEAEEIQTAAKECMTTLSPSSSD DIKQFTKEACEDR- AI FDKLEEC I DGKG-
LDPPAVKEALTKCQTKVLPGVDT KAYPFLVAACKDR- T | FQK| SDCMSENAE- -
LDPDNIKSI IRGCKADVLLKE- VYPYLLAGCNDS- SITRKVNQCLSEKLA
LAPDYVQK I | SDCQLRVLPNEEV KEFTFLTAGCKDK- SI FSQFRECLKENEK- -
VDPEYVQKIVKECQLKVVPDEEV KVYPFFTAGCKNN- T I FRTFENCMDENRI - -
LDPKHVQKLVSDCQLEQLPNEEV KAKPYFEAGCKDN- S| FRKFAKCVEENSK- -
LDPKPVQKIVNDCQLELLPNEEV KTKPYFEAGCKDN- S| FRKFEKCVKDNSK- -
LDSEEELQIVLNCHKEVRPGKTP SSYSFFEAACKNN- DLFNQFYACLFRNA- -
KDPERVVKVIRACHKEVLPDKEP NKYNYFVAACKDP-

150
b

LFPEEQLQLINGCKKEAVPDALT EDAVKSYPYLAAACKDR-
LEEKKFFVAWKECLDEIVPSTGG- - - - SFELFHNIACRDH-
SSP IMVKQACK EW-
SFQTYQEMACKDP-
SFQIYQEMACKDP-
KYSLYLKEACNNV-
VIAAYVTAACEKK-
NITAYVKAACENK-

YDEPFFNANWRNCFRK IQPKAMG
YDEPFFNANWRNCFRK IQPKAMG.
LQTKT IHEALT SCMKKVHP SSEG.
LEPKALLGALDECFTEVVPQAKT
LETKAVREGMLECLKKASPDTED

SIYHKVDDCTKKHKPARS-
SIYHKVDECTKKHKPARS-

- DVTDEEMAGST- -
VLKFYDLIDTQVSASFF
KMT IWDTALGS- -
DMKASDFEAGT- -
DMKDADFEAGT- -
- VMQGKNMEK ST- -
TLWKTFNKCFTRDLPVDQFPDSDFANSA- -
LIPEEQLKLINECKKAAVPDALPENVDKTYPYLVEACKDR- QKFKT FADCMGGH | ENGK | TEEHMAENE- -
SKFSKFSQCMGGLMLRGEVTKKQMAENK- -
SVYDKIDECMT EKGEARGML- - - DEKEPAGMCYKKLFKNSDYPELLVYFRHEG-
TLWKQFDDCFEEYK- - - HLWDKMEVGEEGDKCYQAVFVKHEINVS- - - - - - - -
- VMNKPALNCFEKVLKKYHLNELLKKYFSHVN-
- VMNKPALNCFEKVLKKYHLNELLKKYFSHVN-
PLFLKIDDCMEQHK- - - SLYKEVGIGEKALACLEETMKKHNLRELLEYY IDTESTEK- - - -
ELFLKVDSCMEEY EANVGLKKQMEMGKEAEDCY FVAAKKHNLPELFFYFESAPKS- - - - - -
EIFHTLDACY EGMKNQAA SKKKMEVTKEAGECYMEAAKKHGLDLV ITYFDEV SK- - - - - - -

160 170 180
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ILQ- NTERSDSFDCDMAMSEKFGIDMYVPTDEEPKSK- - - - - -
- 1LQ- NTNRTDALDCEIAMSKNYDLDMFVPMDEEPKSE- - - - - -
- LSKEEEKYEE- SVACYLNLFKKYEFKELEDIYKKKHGH- - - - - -
- IFKKEVATNKAAIVCYEHLFQKHGI LELENFFKNLENTTTW

- VSAEQETYPE-MTACYKALFEKHGLVKNAARWESKKQN- - - - - -
- FKDDKENKPDEAITCYQELFKKHGLT EMEDLFMRK- -
SMKDVVFDEAS- TKCFEGITKKYGLEDIAI- - -

ACYDEVGKKYDIDV- - - - - -

ACYRNVSIKYDLVWP
KCYYAVADKYNLDWP
KCYYEVADKYNLDYP
HCMQDA SK SHG | GWP
ACYEELNKKYDIK
RCYGEVEEKYDVGPGKPTKKSVLDLV IP
KCYRMVEEKYDIGPS- - - - - -

Additional File 7. Aligned translations of members of a putative novel gene family that contribute a signficant proportion of expression in
the house spider venom gland. The six conserved cysteine residues in members of this family are highlighted in yellow. The pattern of
expression bias is indicated by colored ovals to the left of the sequence label: green=venom gland biased (=> 10 fold), yellow=silk gland

biased (=>10 fold).



