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Input Information

Input file(s): pnapo.reads.fna and pnapo.reads.qvl
Input format(s): FASTA and QUAL

# Sequences: 1,378,523

Total bases: 682,198,061

Length Distribution

Mean sequence length: 494.88  164.45 bp

Minimum length: 24 bp
Maximum length: 1,315 bp
Length range: 1,292 bp
Mode length: 536 bp with 5,081 sequences
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Read Length in bp (Bin size: 14 bp)

GC Content Distribution

Mean GC content: 52.85%9.13 %

Minimum GC content: 0 %

Maximum GC content: 93 %

GC contentrange: 94 %

Mode GC content: 51 % with 83,094 sequences
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Tag Sequence Check

Probability of tag sequence: 0% 12 %
GSMIDs or RLMIDs: none

107, ARAAAAAAAAAA AAAAAA
pelbesaAACCCAcCeeeeecee CCCCCCe
; TTTTTTTT TTTTTTT

ZI>

RN heandhAREA

15
Position from Sequence Ends
Sequence Duplication
# Sequences Max duplicates

Exact duplicates: 58,280 (4.23 %) 215

Exact duplicates with reverse complements: 101 (0.01 %) 1

5'duplicates 125,279 (9.09 %) 14

3'duplicates 24129 (1.75 %) 45

5'/3' duplicates with reverse complements

Total:

12,978 (0.94 %) 3
220,767 (16.01 %)
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Sequence
Sequence Complexity
Value Sequence
Minimum DUST score: 0 CCAACAACTGAATGGAGACACCTATACTTCTAGGACGCCATTTGC
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Maximum DUST score: 97 ATTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTT
TTTTTTTTT
Minimum Entropy value: 1 ATTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTT
TTTTTTTTT
Maximum Entropy value: 98 CTTGAGACTAACCCGTGCGACACGGGTTAGTCTCAAG
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Mean sequence complexity (Entropy values)

Dinucleotide Odds Ratios

AAMTT AC/IGT AGICT AT CATG CC/IGG CG GA/TC GC TA
Odds ratio 1.0604 0.8773 1.0757 09872 1.1338 0.9785 0.7912 1.0998 1.0623 0.6710
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T 123
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AATT AC/GT AG/CT AT CAMTG CC/GG CG GATC GC  TA
Dinucleotide
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@ O-Userinput 1-Human ifecal) 2-Mouseifecal) 3-Marine (coastal)
4 - Marine (open acean) 5-Marine (estuary) &-Fish{gut) 7 -Fish (slime)
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1st Principal Component Score (76%)
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@ O-Userinput
4 - Human (sputum, CF)

T - Freshwater (reclaimed)
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g - Mouse (brain tissue)
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3 -Human (sputum)

& - Freshwater (Antartic lake)
S -Fish {gut) 10 - Mosquito
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