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[image: ]Supplementary Figure S1. Dot blot analysis demonstrates antibody specificity for m6A. The membranes were spotted with 10 ng of m6A RNA and input RNA, respectively.
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	Supplementary Figure S2. The motif sequence for m6A-containing peak regions. Analysis was performed by using Hypergeometric Optimization of Motif EnRichment software. LM and LA mean muscle and adipose tissue, respectively.
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Supplementary Figure S3. Outline of the common and specific m6A peaks among three breeds. (A) Number of the common and specific m6A peaks between WB and LD. WB means the Wild boar and LD means the Landrace pig, and as follow same. (B) Number of the common and specific m6A peaks between WB and RC. WB means the Wild boar and RC means the Rongchang pig, and as follow same. (C) Number of the common and specific m6A peaks between LD and RC.
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Supplementary Figure S4. Gene ontology analysis of the breed specifically methylated genes. (a) Gene ontology analysis of the breed specifically methylated genes between WB and LD. WB means the Wild boar and LD means the Landrace pig, and as follow same. (b) Gene ontology analysis of the breed specifically methylated genes between WB and RC. RC means the Rongchang pigs, and as follow same. (c) Gene ontology analysis of the breed specifically methylated genes between RC and LD.
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