
Figure S6. A group III molecule #499258 (19900 bp) organised in two large immediately linked inverted blocks of 
tandem repeats. Green and red slanted lines indicate direct and inverted orientation of units, respectively.  (B) The 
junction region alignment to 5S. Note, absence of any 5S-unrelated sequence between inverted repeats. Note, a 
deletion of the spacer in the third copy. (C) Nucleotide sequence of the junction region with annotated coding 
sequence (brown) and intergenic spacers (green).  


