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Total RNA Sequencing
(Platform: Illumina Hiseq 2000 system)

(Generate)
Raw Data
I
v v v v
AFC AFM AMC AA  peemmemeee- 1 Raw data from AFC,AFM, AMC
| | | | +and AA were pooled together .
7 v

Pre-assembly Quality Control
(Software: FastQC)
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De novo Assembly
(Software: SOAPdenovo Assembler and
Velvet)
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Assembly Quality Control
(Software: CEGMA )
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Reference Transcripts
A) AFC (4. ficiphagus from natural cave)
B) AFM (4. fuciphagus from man-made house)
C) AMC (4. maximus from natural cave)
D) AA (Apus affinis as out group)
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De novo Assembly
(Software: CAP3)

(Generate) ¢

Combined reference Transcripts for
Aerodramus species
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Gene Prediction and Annotation
(Softwares: AUGUSTUS and BLAST2GO)
(Databases: NCBI, Pfam and InterPro)
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Differential Expression Analysis
(Softwares: TopHat and Cuftdift)
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Species Comparison Habitat Comparison Gender Comparison
A) Apus affinis and Aerodramus species | |A) A. fuciphagus from man-made house A) A. fuciphagus from man-made

B) A. fuciphagus and A. maximus B) A. fuciphagus from natural cave

house
B) A. fuciphagus from natural cave
C) A. maximus from natural cave





