unspliced
PTs (8,042)

NO @ YES

spliced PTs
(115,859)

UKNOWN

PTs with
unknown
splicing
status
(2,324)

spliced PTs with determined
sense strands (113,286, of
which 111,002 PTs are
uniquely mappable)
| .

Set B: filtered genome-
guided transcriptome
assembly (32,702)

spliced PTs
(30,885)

unspliced PTs
(1,817)

non-overlapping,
spliced PTs from
Set A (52,584)

NO

overlapping
checkup
(Bedtools)

24,913 PTs of Set B
overlapping with 60,702 PTs
of Set A

structural
comparison

v (Perl scripts)

44 PTs of Set B are
the same as 47 PTs

(8,967 PTs of Set B
have the same intron
arrangements as

of SetA 10,008 PTs of Set A
overlapping
checkup
Y (Bedtools)
non-overlapping, NO

unspliced PTs from Set
A (6,157)

is overlapped?

1,086 PTs of Set B
overlapping with 1,885 PTs of
Set A

J
J



