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Supplemental Figure S4. Phylogeny reconstruction of the CRP3710 subfamily of the CRP gene family
across four accessions of Medicago truncatula based on Mt4.0 reference assembly and three ALLPATHS
assemblies (left) or three Alpaca assemblies (right). The Alpaca assembly contains accession-specific
gene family expansions absent from the ALLPATHS assembly. Red arrows highlight the largest
accession specific expansions.



