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Cluster_01
(44.3 kb)

Cluster_02
(35.5kb)

Cluster_03
(22.8 kb)

Cluster_04
(29.9 kb)
Cluster_05
(51.1kb)

Cluster_06
(9.9 kb)

Cluster_07
(34.1kb)

0192

Cluster_08
(31.7 kb)

Cluster_09
(26.2 kb)
Cluster_10
(26.7 kb)

Cluster_11
(33.346)
Cluster_12
(37.9k6)
Cluster_13
(39.3 kb)

Cluster_14
(28.9kb)

Cluster_15
(12.9kb)

!
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Cluster_16
(111.5kb)

Cluster_17
(18.7 kb)
Cluster_18
(36.6 kb)

Cluster_19

(24.046)
Cluster_20

(10.0kb)
CIuster_21 -ChTSO7

(47.9 kb)
Cluster_22

(38.6 k)
Cluster_23

(26.1 kb)

Cluster_24

(40.9 kb)
Cluster_25
(24.0kb)

Cluster_26

(9.3 kb)
Cluster_27
(14.5 kb)
Cluster_28
(16.5 kb)

Cluster_29
(19.3 kb)

;

|

f

CIuster_30 08001
(19.6 kb)



Cluster_31
(50.1 kb)

Cluster_32
(53.5 kb)

Cluster_33
(60.0 kb)

Cluster_34
(56.3kb)
Cluster_35
(32.2 kb)
Cluster_36
(38.3 kb)
Cluster_37
(22.3kb)
Cluster_38
(16.0 kb)

Cluster_39
(19.1 kb)

Cluster_40
(14.3 kb)
Cluster_41
(15.1 kb)
Cluster_42
(43.9 kb)
Cluster_43
(11.7 kb)
Cluster_44
(23.5kb)
Cluster_45A
(14.7 kb)
Cluster_46
(29.7 kb)
Cluster_47
(26.2 kb)
Cluster_48
(19.7 kb)
Cluster_49
(13.5kb)
Cluster_50
(23.6 kb)

Cluster_51
(28.3 kb)

Cluster_52
(27.7 kb)

Cluster_45B
(14.9 kb)

Cluster_53
(31.7 kb)

Cluster_54
(48.9 kb)

Cluster_55
(18.8 kb)

Cluster_56
(16.3 kb)

Cluster_57
(26.9kb)
Cluster_58
(4.3 kb)
Cluster_59
(15.1 kb)

10 genes
4 genes
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2367

2695
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Cluster_60

chPKs29 13252 ~ 13253~ 13254 = 1325513256 = 13257~ 13258 ChPKS30 )~ 13260-13261 ~(13262- 13263 -

(36.2 kb)
C(lgéfgr,;,sl -<l3268|-’-|13269>-<13270H13271>
C(I:;fgrk_sz 13454|'<13455H1345®'<13457H13458>M 13459 = 1346())'4'(13461K13462H13463>
i)
C(lgigrﬁff {13529} 13530 ~ 13531 -13532 ~(13533} 13534 = 13535 CHNRPS14_ |- 13537)-’-(13538H13539>-<13540H 13541)113542)13543>
C(I;;firk—ss -<|.3791|-<l3792K13793|-<13794|-<13795H13796>-<l3797|-<13798|-<13799H 13800)<(13801
Cluster_66 13920-13921 - 13922 - 13923 = 13924 - 13925 = 13926~ 13927 -
(56.0kb) 8 genes
C(I;Zﬁrk_g “14001 14004 = 14005 - 14006 = 14007 - 14008 = 14009 = 14010|
C(I;;Tir[tss }-—-|14032>-| 14033)=(14034 <(14035 |
C(I ;;tirk_ :)9 [ 14240 + 14241 (14242 (1424314244 1425 ] Chps15 )
c(lggfgrd)o -|14zsz>-| 14255>-<14256|-><14257|-<14258H14259>
C(l;; fgrﬂz)l 1427314274 - 14275 = 14276~ 14277 - 14278 » 14279)-(14230|-<14281|-<14282|-<
C(l ; ;tg rki)z |14287 14288)-’-(14289H ChDMATS10 =(14291 = 14292
C(I;f;rlzg)-" 14318H14319)-(14320'-(14321H14322><-|14323>-|14324>-<14325|
C(lgéf;rk‘gf cnerss7 H chprsas )~ chnmps like12 |- 14352 = 14353 14354 - 14355 -
C(Iﬁﬁ r|<_|o7)-r) 14361 (14362~ 14353)«14364H 14365 + 14366 - 14367 = 14368~ 14369 = 143704 _ChPKS39 )~ 14372 ChDMATS11 = 14374 = 14375
c(l; fgrk—gf |1451s>-(14520|-(14521|-<«
Legend:
Polyketide Synthase (PKS) [ > Transcription factor
Non-Ribosomal Peptide Synthetase (NRPS) } Transposable element
Hybrid PKS-NRPS //

sooeee

Accessory genes not shown
Terpene synthase (TS) 8 genes e

Dimethylallyl tryptophan synthase (DMATS) ====Artificial break
Accessory gene —— End of chromosome



