	miRNA
	Regulation
	Reference

	osa-miR528
	Upregulated
	Sunkar et al. (2008), Yuan et al. (2015)

	osa-miR169n
	Upregulated
	Zhao et al. (2009)

	osa-miR393a
	Downregulated
	Ganie et al. (2016)

	osa-miR394
	Downregulated
	Song et al. (2013)

	osa-miR396c
	Downregulated
	Gao et al. (2010)

	osa-miR414
	Downregulated
	Macovei and Tuteja (2012)

	osa-miR408 
	Downregulated
	Macovei and Tuteja (2012)

	osa-miR164e
	Downregulated
	Macovei and Tuteja (2012)

	osa-miR171a
	Downregulated
	Sunkar et al. (2008)

	osa-miR1866
	Downregulated
	Barrera-Figueroa et al. (2012)


Table S12. Regulation of the expression of 11 salt-responsive miRNAs of rice under salinity stress.
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