Additional file 7: Table S7. Annotation of the Lytta caraganae mitogenome
	Gene
	Strand
	Location
	Size
	Inc
	Anticodon
	Start codon
	Stop codon

	trnI
	J
	1-66
	66
	
	GAT
	
	

	trnQ
	N
	64-132
	69
	-3
	TTG
	
	

	trnM
	J
	132-200
	69
	-1
	CAT
	
	

	nad2
	J
	201-1214
	1014
	
	
	ATA
	TAA

	trnW
	J
	1213-1280
	68
	-2
	TCA
	
	

	trnC
	N
	1280-1343
	64
	-1
	GCA
	
	

	trnY
	N
	1349-1412
	64
	4
	GTA
	
	

	cox1
	J
	1405-2949
	1543
	-8
	
	ATT
	T(AA)*

	trnL(UUR)
	J
	2952-3016
	65
	
	TAA
	
	

	cox2
	J
	3017-3704
	688
	
	
	ATA
	T(AA)*

	trnK
	J
	3705-3775
	71
	
	CTT
	
	

	trnD
	J
	3776-3840
	65
	-1
	GTC
	
	

	atp8
	J
	3841-4002
	162
	
	
	ATT
	TAA

	atp6
	J
	3993-4664
	672
	-10
	
	ATG
	TAA

	cox3
	J
	4664-5444
	781
	-1
	
	ATG
	T(AA)*

	trnG
	J
	5445-5507
	63
	
	TCC
	
	

	nad3
	J
	5505-5861
	357
	-3
	
	ATA
	TAG

	trnA
	J
	5860-5925
	66
	-2
	TGC
	
	

	trnR
	J
	5925-5989
	66
	-1
	TCG
	
	

	trnN
	J
	5990-6056
	67
	-1
	GTT
	
	

	trnS(AGN)
	J
	6057-6114
	58
	
	TCT
	
	

	trnE
	J
	6115-6176
	62
	
	TTC
	
	

	trnF
	N
	6175-6240
	66
	-2
	GAA
	
	

	nad5
	N
	6241-7951
	1711
	
	
	ATT
	T(AA)*

	trnH
	N
	7949-8011
	63
	
	GTG
	
	

	nad4
	N
	8012-9344
	1333
	
	
	ATG
	T(AA)*

	nad4L
	N
	9338-9625
	288
	-5
	
	ATG
	TAA

	trnT
	J
	9628-9690
	63
	2
	TGT
	
	

	trnP
	N
	9691-9755
	65
	
	TGG
	
	

	nad6
	J
	9758-10249
	492
	2
	
	ATT
	TAA

	cob
	J
	10249-11385
	1140
	-1
	
	ATG
	TAA

	trnS(UCN)
	J
	11384-11451
	68
	-2
	TGA
	
	

	nad1
	N
	11469-12419
	951
	18
	
	ATT
	TAG

	trnL(CUN)
	N
	12420-12482
	63
	
	TAG
	
	

	rrnL
	N
	12483-13759
	1277
	
	
	
	

	trnV
	N
	13760-13828
	69
	
	TAC
	
	

	rrnS
	N
	13829-14618
	790
	
	
	
	

	[bookmark: _GoBack]control region
	
	14619-15633
	1015
	
	
	
	


Inc: intergenic nucleotides, negative values refer to overlapping nucleotides.
[bookmark: OLE_LINK1][bookmark: OLE_LINK2]*TAA stop codon is completed by the addition of 3' A residues to the mRNA.

